S9 Fig.

Isolate 302(cdc73), junction sequence obtained by linkage to chrV:34,339+ unique region

A. YMRW(deltal9

| chrXl1:768,804-K [ chex
T <« < [chnv34339+  chry

NAT SUP53 YCLWdelta5
fragment

YMRWdelta19

| chrXIi1:768,804-K [ chexn

| chrXI11:768,804- K | | [ chrv:34,339+ | GCR
YMRWdelta19/YCLWdelta5

ChrXIII:769209 AAATAGGTGACTTTTGAGATAGTTGTTGAATACCATTTCCATAACAATACAATTTGGACAAC
COCEELCECECEEEE e e e e e e e e e e
302 AAATAGGTGACTTTTGAGATAGTTGTTGAATACCATTTCCATAACAATACAATTTGGACAAC
ChrXIII:769147 ATTATCTTATACCGAATATACCTTAAGTTTTACTCGAAAATATAGGAATCCATAAAAGGATC
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
302 AGGATC
ChrXIII:769085 GATGATTCTTCATAATAATATTATGGTTTCTCGTTCCACTTTATATGTTGTCACTCATTATC
NN nunynannesy
302 GATGATTCTTCATAATAATATTATGGTTTCTCGTTCCACTTTATATGTTGTCACTCATTATC
ChrXIII:769023 CTATTGCATTATCAAGTCGTGCGTTCCACCCCCATTAAATTTGATGGCAGCTTTTAAA
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
302
ChrXIII:768961 TACCTTTATGCCATATTTCTACGTCGTATATGTAATAAGATGGATGCTAGACTATAGG
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
302

ChrXIII:768899 AGGTGGTTCCTCTTCCGACATGT : AGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCAT

IIIIIIIIIIIIIIIIIIIIIII FCELEEDERECE i et
302 TCCTCTTCCGACATGT : AGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCAT

FOEEEELTEETEREE e et
ChrIII: aagtacaggacaattgatttitga: AGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCAT

ChrXIII:76837 T:GTGATTAAGGCTATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGAGG:
[ LEEEEE e e e e

I
302 T:TTTAATAAGGCAATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGAGG: CTGGG
NNy nnsny
ChrIII: T:TTTAATAAGGCAATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGAGG:
L1111
Chrv:34339 :CTGGG



S9 Fig.

Isolate 544 (wild-type), junction sequence obtained by linkage to chrV:34,339+ unique region

C.

YJRWdelta17

NAT SUP53 YCLW(delta5
l fragment

YJRWdelta17

ChrX

[ chrV:34,339+ | chrv

ChrX

chrx:538,435- K] | [chrVv:34339+ | GCR

YJRWdelta17/YCLWdeltas

ChrX:538534 AAATATGAGGTACCTAAGTTGCATAGTAATATTATTACGAAGCACTTCAAATTGAATGAATAAAC

CECEVDEEETEECEEEE e e e e e e e ey
Junction AAATATGAGGTACCTAAGTTGCATAGTAATATTATTACGAAGCACTTCAAATTGAATGAATAAAC

ChrX:538469 TTCGTGCAGAAAACTTACACGATGGAAATCAATA: TTGTAGAGAATGTGGATTTTGATGTAATTG

CECEEEEEEEEEE e e e ee e CEEE e e eyl
Junction TTCGTGCAGAAAACTTACACGATGGAAATCAATA: TTGTAGAGAATGTGGATTTTGATGTAATTG

I FEEF TEEEEEEE T
ChrIII:90784 caggacaattgatt: TTGAAGAGAATGTGGATTTTGATGTAATTG

ChrX:538405 TTGGGATTCCATTTTTAATAAGGCAATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGA

CECECEEEEEE e e e e e e e e e e e e iy
Junction TTGGGATTCCATTTTTAATAAGGCAATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGA

CECECEEEEEEEE e e e e e e e e e e ey
ChrIII:90736 TTGGGATTCCATTTTTAATAAGGCAATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGA

ChrX:538339 GG

|l
Junction GG: CTGGGTTAGCTTGAAGCGACTTTCTTTCTCTACTAAAGGGAATGGTCAGATCATCAGGCCAA
ChrIII:90675 GG

CECCCEEEEEEEE e e e e e e e et e e rnen
ChrV:34339 : CTGGGTTAGCTTGAAGCGACTTTCTTTCTCTACTAAAGGGAATGGTCAGATCATCAGGCCAA



S9 Fig.

Isolate 550 (wild-type), junction sequence obtained by linkage to chrV:34,339+ unique region

E. YCRW(delta13

| chrill:295331- KT [ chril

S BNGNEE e [

NAT SUP53 YCLWdelta5
fragment

YCRWdelta13

| chri:295331- K] | [ chrv:34339+ | GCR
YCRWdelta13/YCLWdelta5

ChrIII:295435 AAATAAAATTGGTAGAATGACCTAGAATGACCCATCCGCCGCGGAATCGACGTCGGATTTG

FECEVEELEEEEE R L e e e e e e eyt
Junction AAATAAAATTGGTAGAATGACCTAGAATGACCCATCCGCCGCGGAATCGACGTCGGATTTG

ChrIII:295374 CGCTTGACAATTCTATATGCAAATTTAGGAAAGTAATCTGCAG

CECLLEECETEEE e e e e eyt
Junction CGCTTGACAATTCTATATGCAAATTTAGGAAAGTAATCTGCAG

ChrIII:295313 AATAATATTAGGTAT: atagaata
FLLEEETEETTT
Junction : AATAATATTAGGTAT : GTAGATATA
FLUELEITEEEEED (it
ChrIII:90721 : AATAATATTAGGTAT : GTAGATATA
Chrv:34339 CTGGGTTAGCTTGAAGCGACTTTCTTTCTCTACTAAAGGGA
CECECEEEEEECEEE e e et
Junction CTAGAAGTTCTCCTCGAGGCTGGGTTAGCTTGAAGCGACTTTCTTTCTCTACTAAAGGGA

RSNy
ChrIII:90693 CTAGAAGTTCTCCTCGAGG



S9 Fig.

Isolate 354 (cdc73A yku80A), junction sequence obtained by linkage to chrV:34,339+ unique region

G.

YBLW(delta2

chrl:90424- K | chn

o\

| chrv:34,339+ | chrv

NAT SUP53 YCLWdelta5
fragment
YBLWdelta2
chril:9424- K [ chn

chrll:9424- K | | | chrv:34,339+ | GCR

Chrv 34398
Junction
ChrIII 90672
Junction
ChrII 9327
Sbjct: 90732
Junction

ChrII 9387

Junction

ChrII 9447

Junction

ChrII 9507

Junction

ChrII 9567

Junction

ChrII 9627

Junction

ChrII 9687

YBLW(delta2/YCLWdelta5

GGCCTGATGATCTGACCATTCCCTTTAGTAGAGAAAGAAAGTCGCTTCAAGCTAACCCAG

COLLEEEEEE e e et e e e e e e e
GGCCTGATGATCTGACCATTCCCTTTAGTAGAGAAAGAAAGTCGCTTCAAGCTAACCCAG

CCTCGAGGAGAACTTCTAGTATATCTACATACCTAATATTATTGCCTTATTAAA: AATG
COLCEEEEPErE e e e e e e e e e e i
CCTCGAGGAGAACTTCTAGTATATCTACATACCTAATATTATTGCCTTATTAAA: AATG

COE EEEEPEr e e e e e e e er e eeetr 1 r FLd
CCTGGAGGAGAACTTCTAGTATATCTACATACCTAATATTATAGCCTTAATCAC: AATG

GAATCCCAACAATT. AAATCCACA T:TCA
IIIIIIIIIIIIHIIIIIIIIIIIIIIIIIIIII [l
T:ACACCAA
éIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII IIIIIIIIIIIIIIIIIIIIIIIII
AAATTGTATAC CAGTATAACCC CAACAATGGA CAAAGATTATT
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
TATTCACAGAC GGATTCGGGT AGGGTATTTA, TTACCGGAAA

GGTTTAGAAAATTCGTGGAGGGTTGGCCGAGTGGTCTAAGGCGGCAGACTTAAGATCTGT
COLEEEEEEEE e e e e e e e ey
GGTTTAGAAAATTCGTGGAGGGTTGGCCGAGTGGTCTAAGGCGGCAGACTTAAGATCTGT





