S10 Fig.

Isolate 542 (wild-type), junction sequence obtained by linkage to chrV:34,339+ unique region
Isolate 309 (cdc73), junction sequence obtained by linkage to chrV:34,339+ unique region
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SUP56/SUP53  YCLWdeltas

fragment
B, ChrI:181341 ATCCACGAAACACACCCTCATTGGTATAATGTTGGTACTTTCATTCCTACGTAGATTATGAAGTA
FEEEEEEEEEE e e e e e e e e eyl
309 ATCCACGAAACACACCCTCATTGGTATAATGTTGGTACTTTCATTCCTACGTAGATTATGAAGTA
542

ChrI:181276 TAGGAGGAAAAAG:AAAAAATAATGGTTGCTAAGAGATTCGAACTCTTGCATCTTACGATACCTG

CEEEECEEEEEE TR PR E e L E LT
309 TAGGAGGAAAAAG : AAAAAATAATGGTTGCTAAGAGATTCGAACTCTTGCATCTTACGATACCTG
542 TAGGAGGAAAAAG : AAAAAATAATGGTTGCTAAGAGATTCGAACTCTTGCATCTTACGATACCTG

I CECEEEEEEECEEECE e e e
ChrIIT:90991 gttatgttgagga:AAAAAATAATGGTTGCTAAGAGATTCGAACTCTTGCATCTTACGATACCTG

ChrI:181211 AGTATTCCCACAGTT
FLLETELTEEEErd

309 AGIAII'_C_CQAQAGI[

542 AGTATTCCCACAGTT

FOLEEETETELLLd
ChrIII:90930 AGTATTCCCACAGTT

ChrI:181146 cttatttgt

309
542

ChrIII:90866 TAATTATCCTATAAATATAACGTTTTTGAACAC

309 ACATGAACAAGGAAGTACAGGACAATTGATTTTGAAGAGAATGTGGATTTTGATGTAATTGTTGG
542 ACATGAACAAGGAAGTACAGGACAATTGATTTTGAAGAGAATGTGGATTTTGATGTAATTGTTGG
CELLCEECEETEE e e et e e e e e e e i

ChrIII:90800 ACATGAACAAGGAAGTACAGGACAATTGATTTTGAAGAGAATGTGGATTTTGATGTAATTGTTGG

Chrv:34339 B
I
309 GATTCCATTTTTAATAAGGCAATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGAGGC
542 GATTCCATTTTTAATAAGGCAATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGAGGC
CEDECEEEEEEEEE e e e e e e e e ey
ChrIII:90734 GATTCCATTTTTAATAAGGCAATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGAGG

ChrV:34340  TGGGTTAGCTTGAAGCGACTTTC
COETEEEET LT

309 TGGGTTAGCTTGAAGCGACTTT

542 TGGGTTAGCTTGAAGCGACTTTC



S10 Fig.
Isolate 547 (wild-type), junction sequence obtained by linkage to chrV:34,339+ unique region
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NAT SUP53
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ChrxIV:443186

Junction

ChrIII:90991

ChrxIV:443125

Junction

ChrIII:90978

ChrxIV:443060

Junction

ChrIII:90913

Junction

ChrIII:90849

Junction

ChrIII:90784

Chrv:34339

Junction

ChrIII:90719

Chrv:34358

Junction

tL(CAA)N/SUP53 YCLWdelta5
fragment

AAAGGA : AAAA
IIIIIIIIIIIIIIIIIHIIIIIIIIIIIIIIIIIIIHIIIIIIIIIIIIIIIIIIIIIIIII
AGGA : AAAA

[I]1
gttatgttgagg:AAAA

AAATAATGGTTGCTAAGAGATTCGAACTCTTGCATCTTACGATACCTGAGTATTCCCACAGTTAA
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

AAATAATGGTTGCTAAGAGATTCGAACTCTTGCATCTTA ACAGTTAA
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

AAATAATGGTTGCTAAGAGATTCGAACTCTTGCATCTTACGATACCTGAGTATTCCCACAGTTAA
CTGCGGTCAAGATATTTCTTGAATCAGGCGCCTTAGACCGCTCGGCCAAACAACCA: cttattty
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 1111
CTGCGGTCAAGATATTTCTTGAATCAGGCGCCTTAGACCGCTCGGCCAAACAACCA: ATTACTTG

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII LTI
CTGCGGTCAAGATATTTCTTGAATCAGGCGCCTTAGACCGCTCGGCCAAACAACCA : ATTACTTG

TTGAGAAATAGAG
LEEEEEELTTT

TATAATTATCCTATAAATATAACGTTTTTG
[l CELEETEEEE e e e
TTGAGAAATAGAGTATAATTAT

AACACACATGAACAAGGAAGTA
Il Il LECEEEEELELEEEETErrrr
CCTATAAATATAACGTTTTTGAA

CEEEETTETEEEErrT
CACACATGAACAAGGAAGTA

CAGGACAATTGATTT
IIIIIIIIIIII|| |IIIIIIIIIIIIIIII IIIIIIIIIIIIIIIII IIIIIIIIIIIIIIIII

CTGGGTTAGCTTGAAGCGA
RN RERRNRARRNNNNS
GGCAATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGAGGCTGGGTTAGCTTGAAGCGA

IIIIIIIIIIIII IIIIIIIIIIIIIIII IIIIIIIIIIIIIIIII
CCTCGAGG

CTTTCTTTCTCTACTAAAGGGAATGGTCA
LEDECEEEEEEE T e
CTTTCTTTCTCTACTAAAGGGAATGGTCA




