S13 Fig.

Isolate 349 (yku80 cdc73), junction sequence obtained by linkage to chrV:135,468-135,656 unique region

A. YELCdelta4 CEN5  TELO5R
Initial <v I ‘I' “"l
dicentric C YELCdelta4 CEN5  TELO5R

< I—— ]

| T [l

TELO2R CEN2 YBLWdelta4 TELO2L
YELCdelta4 CEN5
] &
TELO5R
YELCdelta4/YBLWdelta4
T ] 1]
TELO2L
chri ||| I i
TELO2R CEN2 YBLWdelta4 TELO2L
B. ChrII 29972 AGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCATTGTGAT
FECCCEEEEEEEErrr et e e e
Junction TAATTAGGGTTATTGAAGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCATTGTGAT

CECCLEEEETEE e e e e e e e
ChrV 135595 TAATTAGGGTTATTGAAGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCATTGTGAT

ChrII =~ 29928 TAAGGCTATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCAAGGATTTAGGAATC

CEPLCEELEETELEEE e e e e e e et Lty
Junction 500 TAAGGCTATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGAGGATTTAGGAATC

CEPCEELEETELEEE e e e e e e e e e ey
ChrV 135655 TAAGGCTATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGAGGATTTAGGAATC

ChrII ~ 29868 CATG:AAAGGGAATCTGCAATTCTACACAATTCTATAAATATTATTATCATC

CEEPEEEEEE e e e e eyt
Junction CATA: AAAGGGAATCTGCAATTCTACACAATTCTATAAATATTATTATCATC

CEEETEEEEEE e e e e e e e e
ChrV 135715 CATA:AAAGGGAATCTGCAATTCTACACAATTCTATAAATATTATTATCATC

ChrII ~ 29808

Junction

Chrv 135775

ChrII ~ 29748

Junction

Chrv 135835

ChrII ~ 29688

Junction

Chrv 135895

ChrII = 29628

Junction



S13 Fig.

Isolate 352 (yku80 cdc73), junction sequence obtained by linkage to chrV:135,468-135,656 unique region

C.
dicentric C

Initial

YELCdelta4 CEN5  TELO5R
G &1
YELCdelta4 CEN5  TELO5R

< ——

choat || I

AN

TEL12L CEN12 YLRCdelta26 TEL12R
YELCdelta4 CEN5
] &l
TELO5R
YELCdelta4/YLRCdelta26
<11 |
TEL12R
chox || i
TEL12L  CEN712 YLRCdelta26 TEL12R
Chrv 135554 AAACGAAGCATT TTCATTGATTGCAACAGTAATGAAT. AGGGTTATTGA
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Junction AAACGAAGCA
III
ChrXII 981372 AGA
ChrvV 135614 GAATGTGGATTT TAATTGTTGGGATTCCATTGTGATTAAGGCTATAATATT.
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Junction

ChrXII 981375 GAATGTGGATTTTGATGTAATTGTTGGGATTCCATTGTGATTAAGGCTATAATATTAGGT

Chrv 135674
Junction
ChrXII 981435 A
Chrv 135734 T
Junction
ChrXII 981495 T
Chrv 135794
Junction
ChrXII 981555
Chrv 135854
Junction
ChrXII 981615
Chrv 135914
Junction
ChrXII 981675

Junction

ChrXII 981735

ATGTAGATATAC GTTCTCCTCG
IIIIIIIIIII IIIIIIIIIIIIIIII

ATTTAGGAAT AAAGGGAATCTGCAA
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
AATCTGCAA

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
AGGGAATCTGCAA

TACACAATTCTATAAATATTATTATCATCGTTTTATATGTTAATATTCATTGATCCT
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
CTATAAATATTATTATCATCGTTTTATATGTTAATATTCATTGATCCT

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
AATTCTATAAATATTATTATCATCGTTTTATATGTTAATATTCATTGATCCT

ATTACATTATCAATCCTTGCGTTTCAGCTTCCACTAATTTAGATGACTATTTCTCATCAT
[LEEEETEE e e e e e e e e e e
ATTACATTATCAATCCTTGCGTTTCAGCTTCCACTAATTTAGATGACTATTTCTCATCAT

[LEEEETEE e e e e e e e e
ATTACATTATCAATCCTTGCGTTTCAGCTTCCACTAATTTAGATGACTATTTCTCATCAT

TTGCGTCATCTTCTAACACCGTATATGATAATATACTAGTAACGTAAATACTAGTTAGTA
COCCEEEEEEEEE e e et e e e e e ey
TTGCGTCATCTTCTAACACCGTATATGATAATATACTAGTAACGTAAATACTAGTTAGTA

COCCEEEEEEEEE e e e et e e e e ey
TTGCGTCATCTTCTAACACCGTATATGATAATATACTAGTAACGTAAATACTAGTTAGTA

GATGATAGTTGATTTTTATTCCAACAG
CLLEEEEEE T e
GATGATAGTTGATTTTTATTCCAACAG

CLLEEEEEE T e
GATGATAGTTGATTTTTATTCCAACAG




513 Fig.

Isolate 330 (tell cdc73), junction sequence obtained by linkage to chrV:135,468-135,656 unique region

Initial

dicentric (

YELCdelta4 CEN5  TELO5R
] @ 1l
YELCdelta4 CEN5  TELO5R

< —— (I

SO | S S——

TELO2R

N

GCR (:j

TELO2R

CEN2 YBLWdelta2 TELO2L
YELCdelta4 CEN5
] [ |l
TELO5R
YELCdelta4/YBLW(delta2
<11 I
TELO2L
chril ||| i
CEN2 YBLWdelta2 TELO2L
Junction TGTCTGT CTAAAACG GGTTGTTCATT! GCAACAGTAAT
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Chrv 135538 TGT TTGTTCA

ChriI 9428

Junction

Chrv 135598

ChriI 9374

Junction

Chrv 135658

ChriI 9314

Junction

Chrv 135718

ChriI 9254

Junction

Chrv 135778

ChrIiI 9194

Junction

Chrv 135838

ChriI 9134

Junction

Chrv 135898

TTGGTGTAGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCATTGTGATTAA

N RN an
TTAGGGTTATTGAAGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCATTGTGATTAA

CEPCCEEEEEEEE T e e e e e e
TTAGGGTTATTGAAGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCATTGTGATTAA

GGC TCTCCTCC:AGGATTTAGGAATCCAT

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII NYNRNRARNRANANY
CTCG: AGGATTTAGGAATCCAT

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII [LLLTTEEEETTL
GGC GAAGTTCTCCTCG:AGGATTTAGGAATCCAT

AAA TTCTACACAATTCTATAAATATTATTATCATCGTTTTATATGTT

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
AATTCTATAAATATTATTATCATCGTTTTATATGTT

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
AAA ATTCTACACAATTCTATAAATATTATTATCATCGTTTTATATGTT

AATATTCATTGATCCTATTACATTATCAATCCTTGCGTTTCAGCTTCCACTAATTTAGAT

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
TGATCCTATTACATTATCAATCCTTGCGTTTCAGCTTCCACTAATTTAGAT

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
AATATTCATTGATCCTATTACATTATCAATCCTTGCGTTTCAGCTTCCACTAATTTAGAT

GACTATTTCTCATCATTTGCGTCATCTTCTAACACCGTATATGATAATATACTAGTAACG

CEDELDEEEEEE et e e e e et e e ey
GACTATTTCTCATCATTTGCGTCATCTTCTAACACCGTATATGATAATATACTAGTAACG

CELELDEEEEEE et e et e et e e ey
GACTATTTCTCATCATTTGCGTCATCTTCTAACACCGTATATGATAATATACTAGTAACG

TAAATACTAGTTAGTAGATGATAGTTGATTTTTATTCCAACA

CELEEEEEETEE e e e e e
TAAATACTAGTTAGTAGATGATAGTTGATTTTTATTCCAACA

CELEEEEEETEEEEr e e e e e
TAAATACTAGTTAGTAGATGATAGTTGATTTTTATTCCAACA

ChrII 9074
Junction




513 Fig.

Isolate 326 (tell cdc73), junction sequence obtained by linkage to chrV:135,468-135,656 unique region

TELO5R

YELCdelta4 CENS
Initial < | !I'
dicentri
icentric (:j YELCdelta4 CEN5  TELO5R

< —— I

choc || I

TELO5SL

N\

GCR (:j

TELOSL

CEN5 YERCdelta16 TELO5R

YELCdelta4 CEN5

1 @

TELO5SR
YELCdelta4/YERCdelta16
AT 1 [
TELO5R
chr ||| I Il

CEN5 YERCdelta16 TELO5R
Junction GTGTATGTCT. CGAAGCATTG AGTAATGAAT

IIIIIIIIIIIII|IIII|IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Chrv 135538 TGT

ChrV 435946 TGTAGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCATTGTGATTAA

CECEEEEEEEE e e et e e e e
Junction TTAGGGTTATTGAAGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCATTGTGATTAA

COCCETEEL LR e e e e e e e e e
ChrV 135598 TTAGGGTTATTGAAGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCATTGTGATTAA

ChrV 435996 GGCTATAATATTAGG TAGATATAC GTTCTCCTCT : Al TTAGGAA
_ III||||IIII||||III||||IIII|||IIII||||IIII| IIIIIIIIIIIIIIIII
Junction
III||||IIII||||III||||IIII|||IIII||||IIII|| IIIIIIIIIIIIIIIII
Chrv 135658 GGC AGGATTTAGGAATCCAT
ChrV 436056 AAAAGGGAATCTGCA. TACACAATTCT. TATTATTA GTTTTATATGTT

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
ChrV 135718 AAAAGGGAATCTGCAATTCTACACAATTCTATAAATATTATTATCATCGTTTTATATGTT

Junction

ChrV 436116 AATATTCATTGA ACATTATCAAT ACTAATTTAGAT
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
ChrV 135778 AATATTCATTGATCCTATTACATTATCAATCCTTGCGTTTCAGCTTCCACTAATTTAGAT

Junction

ChrV 436176 GACTATTTCTCA GTCATCTTCT. ATACTAGTAACG
IIIIIIIIIIIII||IIIIIIIIIIIII||IIIIIIIIIIII|||I||IIIIIIIIIIII

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
ChrV 135838 GACTATTTCTCATCATTTGCGTCATCTTCTAACACCGTATATGATAATATACTAGTAACG

Junction

ChrV 436236 TAAATACTAGTTAGTAGATGATAGTTGATT TCCAACA
IIIIIIIII IIIIIIIIIIIIIIIII IIIIIIIIIIIIIIII

IIIIIIIII IIIIIIIIIIIIIIIII IIIIIIIIIIIIIIII
Chrv 135898 TAAATACTAGTTAGTAGATGATAGTTGATTTTTATTCCAACA

ChrV 436296
Junction

Junction




S13 Fig.

Isolate 306, 308 (cdc73), junction sequence obtained by linkage to chrV:134,200-135,652 unique region

d

CEN5  TELO5R

Initial

icentric (

YELCdelta4
& @ i
YELCdelta4 CEN5  TELO5R

< I———

chocy ||

TELO5L CEN5

N\

GCR (i

YERCdelta20 TELO5R
YELCdelta4 CQS ""
< I I
TELO5R
YELCdelta4/YERCdelta20
AT ] (Il
TELO5R
chry ||| I [
YERCdelta20 TELO5R

TELO5SL CEN5

Chrv
306
308

Chrv
306
308

Chrv
306
308
Chrv

Chrv
306
308
Chrv

Chrv
306
308
Chrv

Chrv
306
308
Chrv

306
308
Chrv

135590

135650

135710

449147

135770

449151

135830

449211

135890

449271

449328

ATGAATAATTAGGGTTATTGAAGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCATT
ATGAATAATTAGGGTTATTGAAGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCATT
ATGAATAATTAGGGTTATTGAAGAGAATGTGGATTTTGATGTAATTGTTGGGATTCCATT

GTGATTAAGGCTATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGAGGATTTAG
GTGATTAAGGCTATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGAGGATTTAG
GTGATTAAGGCTATAATATTAGGTATGTAGATATACTAGAAGTTCTCCTCGAGGATTTAG

GAATCCATAAAAGGGAATCTGCAATTCTACACAATTCTATAAATATTATTATCATC:GTTT
GAATCCATAAAAGGGAATCTGCAATTCTACACAATTCTATAAATATTATTATCATC:GTTT
GAATCCATAAAAGGGAATCTGCAATTCTACACAATTCTATAAATATTATTATCATC:GTTT

TATATGTT:A: ATATTCATTGATCCTATTACATTATCAATCCTTGCGTTTCAGCTTCCACTA
TATATGTT:A: ATATTCATTGATCCTATTACATTATCAATCCTTGCGTTTCAGCTTCCACTA
TATATGTT:A: ATATTCATTGATCCTATTACATTATCAATCCTTGCGTTTCAGCTTCCACTA

ATTTAGATGACTATTTCTCATCATTTGCGTCATCTTCTAACACCGTATATGATAATATAC
ATTTAGATGACTATTTCTCATCATTTGCGTCATCTTCTAACACCGTATATGATAATATAC
ATTTAGATGACTATTTCTCATCATTTGCGTCATCTTCTAACACCGTATATGATAATATAC

TAGTAA: C: GTAAATACTAGTTAGTAGATGATAGTTGATTT : TTATTCCAACA:

TAGTAA: C: GTAAATACTAGTTAGTAGATGATAGTTGATTT
TAGTAA: C: GTAAATACTAGTTAGTAGATGATAGTTGATTT



S13 Fig.

Isolate 322 (tell cdc73), junction sequence obtained by linkage to chrV:138,000..138,400 region

K.

dicentric (

YELWdelta6 CEN5  TELO5R

Initial

> [ )

YELWdelta6 CEN5  TELO5R

N\,

chrxv || [l

YOLCdeltal TEL15R

TELT5L CENT15

v

YELWdelta6 CgS ""
[ D |
GCR C TELOSR
YELW(delta6/YOLCdeltal
1> I
TEL15R
chrxv | > [
TEL15L  CEN15 YOLCdelta1 TEL15R

Chrv 138321
Junction

Chr XV 3124

ChrVv 138401
Junction

ChrXV 3046

Chrv 138481
Junction

ChrXV 2966

Junction

ChrXv 2886

TCATCGAAGTTAGAAGAAGCTGAAATGCAAGGATTGATAATGTAATAGAATTTAATGAAACATATAAAACGGAATGAGGA

COLECEEEEEEEEEECEr e e e e e e e e e e e e e e e ey
TCATCGAAGTTAGAAGAAGCTGAAATGCAAGGATTGATAATGTAATAGAATTTAATGAAACATATAAAACGGAATGAGGA

O O A O N N A N N N e NS AR RAN NNy
TCGTCCAATCTAATGGAAAATGAAATACAAGGAGTGATAATGTAATAGGA--TAATGAAACATATAAAACGGAATGAGGA

ATAATCGTAATATTAGTATGTAAAAATATGGATTCCATTTTGAGGATTCCTATATCCATGAGGAGAACTTCTAGTATATG
II||||||||||IIIII||||||||||IIIII||||||||||IIIII||||||||||IIIII||||||||||IIIII|||
TATTAGTATGTAAAAATATGGATTCCATTTTGAGGATTCCTATATCCATGAGGAGAACTTCTAGTATATG

II||||||||||IIIII||| PRt et T e
TAATATTAGTATGCAGAAATATGGATTCCATTTTGAGGATTCCTGTATCCTCGAGGAGAACTTCTAGTATATT

CTGTATACATAATAC: TATAGCCTT

[LEEEEEEET T Py
CTGTATACATAATAC: TATAGCCTT

[LEE e L
CTGTGTACCTAATAT: TATAGCCTT




513 Fig.

Isolate 304 (cdc73), junction sequence obtained by linkage to chrV:138,279- unique region

M. YPRW(delta20 YPRWdelta21

T D w3 [ D |Chrxvi

| chrv:138.279+] SRR chrv

YELWdelta6

|

T D verwis [ D | Chrxvi

YPRWdelta20 YPRWdelta21

| chrv:138,279+ [ > vPRWTy1-3 | > | GCR
YELWdelta6/YPRWdelta20

Chrv:138241 ATCGTCTATCAACTAGTAGCTATACTACTAATATATTATCATAT. GTTAGATGATGACATAAGTTATGAGA.

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
302

Chrv:138319  TGTCATCGAAGTTAGAAGAAGCTGAAATGCAAGGATTGATAATGTAATAGAATTTAATG: AAACATATAAAACGGAAT
COLCELEEE CEEEEEEEEE e e e e e e e e e e e e e e ey

302 TGTCATCGATGTTAGAAGAAGCTGAAATGCAAGGATTGATAATGTAATAGAATTTAATG : AMACATATAAAACGGAAT
FEPELETTEETELTET
ChrXvI:844574 : AAACATATAAAACGGAAT
ChrV:138396  GAGGAATAATCGTAATATTAGTATGTAAAAATATG:GATTCCATTTTGAGGATTCCTATATCC: ATGAGGAGAACTTC
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII CEDECEEETTEE e
302 AGTATGTAAAAATATG: GATTCCATTTTGAGGATTCCTATATCC : TCGAGGAGAACTTC
IIIIIIIIIIIIIIIIIIIIIIIIIII CEPEEE  CEEEEEE e e e
ChrXvI:844592 GAG TAGTATGTAGAAATATA: GATTCCATTTTGAGGATTCCTATATCC: TCGAGGAGAACTTC
302 ATTCTGTATACCTAATATTATAG CAACAATG CCAACAATTATCTAATTACCCACAT

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
ChrXvI:844668 TAG



S13 Fig.
Isolate 353 (yku80cdc73), junction sequence obtained by linkage to chrV:137,890..138,319 unique region

0. YELWdelta6 CEN5  TELO5R
Initial I > . I""
dicentric
YELWdelta6 CEN5  TELO5R

chrin || S [l

TELO3L CEN3 YCRWdelta13 TELO3R
YELWdelta6 CEN5
o > @ 1|l
TELO5R
YELWdelta6/YCRW(deltal3
HED} (il
TELO3R
chril ||| T [(f
TELO3L  CEN3 YCRWdelta13 TELO3R
P.
ChrV 138135 ATTTCTATATTTTTATTCACAATATGGAAAGGAAAAACAATCTCTTAGGTTGTCCAAGAA
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII
Junction TCACAATATGGAAAGGAAAAACAATCTCTTAGGTTGTCCAAGAA

Chrv 138195 AACTTCTCTCCCTGTCATACTCAAAGTGTTGGAACAAAAATCAACTATCGTCTATCAACT

FECELEECEEEEEEEE e e e e ey
Junction AACTTCTCTCCCTGTCATACTCAAAGTGTTGGAACAAAAATCAACTATCGTCTATCAACT

L A e L N R e RN R AR ANy
ChrIII 294981 CACTT-TAGCGTTTTT-TCCT-AAA-TGTTGGAATAAAAAACAACTATCATCTATCAACT

ChrV 138255 AGTAGCTATACTACTAATATATTATCAT-ATACGGTGTTAGATG:ATGACATAAG:
CEEECEELEEEEE LR e e et tee et e AL e e
Junction AGTAGCTATACTACTAATATATTATCAT-ATACGGTGTTAGATG: ATGACATAAG:

N A N A e e R AR ANy
ChrIII 295037 AGTAGTCACACTACCAATGTGTTATCATTATACTGTGTTAAACA:ATGACATAAG:

Junction

ChrIII 295097 _

Junction

ChrIII 295157

Junction

ChrIII 295217

Junction

CTGCA
(1111
CTGCA

ChrIII 295277





