Table S1. Small

RNA Sequencing. Differentially (p<0.05)

expressed miRNAs in serum of RCC patients.

Upregulated in ccRCC

hsa-miR-122-5p
hsa-miR-885-3p
hsa-miR-193b-5p

hsa-miR-450a-2-3p

hsa-miR-483-5p
hsa-let-7f-1-3p
hsa-miR-193a-5p
hsa-miR-10b-3p
hsa-miR-18a-3p
hsa-miR-582-3p
hsa-miR-150-3p
hsa-miR-22-5p
hsa-miR-194-5p
hsa-miR-148a-3p
hsa-miR-192-5p
hsa-miR-27a-3p
hsa-miR-142-5p

0.88
0.85
0.78
0.75
0.62
0.60
0.59
0.59
0.58
0.58
0.55
0.54
0.53
0.52
0.46
0.43
0.35

log2 FC

Downregulated in ccRCC
hsa-miR-206
hsa-miR-1185-1-3p
hsa-miR-499a-5p
hsa-miR-485-3p
hsa-miR-125a-5p
hsa-miR-4446-3p
hsa-miR-196b-5p
hsa-miR-625-3p
hsa-let-7i-5p
hsa-miR-139-3p
hsa-miR-99b-5p
hsa-miR-1908-5p

log2 FC
-1.31
-0.72
-0.70
-0.65
-0.61
-0.59
-0.58
-0.53
-0.50
-0.48
-0.44
-0.40



Table S2. Multivariate Cox regression analysis for miR-122-5p.
Cut-off 5.89. Abbreviations: HR, hazard ratio; 95%ClI, 95% confidence interval

Overall Survival (OS)

Cancer Specific
Survival (CSS)

Progression-free

Survival (PFS)

P- (950/0 P-
HR (95% CI) value | HR Cl) value | HR (95% CI) p-value
miR-122-5p
’ 1.16 - 1.56 - 0.77 -
>cut-ofcf)i\:/fs <cut- | 5.04 21.94 0.031 | 8.61 47 44 0.013 | 2.34 711 0.132
pT-stage, 0.01 - 0.01 - 0.88 -
0T34 vs pT1-2 0.11 112 0.063 | 0.11 122 0.072 | 2.68 8 21 0.082
pN-stage i 1.38 - ]
649 ;207 003 |*2% 12809 0032|272 o0 0.252
pN1 vs pNO ' 4 '
M-stage, 335 1.28- 1.24 - 0.34 -
cM1 vs cMO 3 876.06 0.035 | 7.36 43.82 0.028 | 1.18 388 0.787
Fuhrman-Grading, 0.26 - 0.23 - 0.48 -
G344 vs G142 1.44 703 0.672 | 1.35 807 0.74 | 1.65 5 67 0.426

Table S3. Multivariate Cox regression analysis for miR-206. Cut-
off 2.787 for OS and CSS, Cut-off 2.382 for PFS. Abbreviations: HR, hazard ratio;

95%CI, 95% confidence interval

Overall Survival (OS)

Cancer Specific
Survival (CSS)

Progression-free

Survival (PFS)

p- (95% p-
HR (95% CI) value | HR Cl) value | HR (95% CI) p-value
>c:1tl-§;‘::\§-i?:’ut- 857 ol 0005 | o 247 0003|346 150 0.030
(o)

pTgl'tt:'ﬂ‘;’1_2 007 %907 0034|005 %09 0032|185 O 0300
pm-\f;ag:o 249 S1%° 0030|257 J0 0038|401 925 0.25
cm;sjzi:;lo 38 000 0082|462 9500 0057|149 GHT 0521
F”g;T:'\‘,;G;T;g’ 5.75 ;'20_;6 0.048 | 8.57 ;;25 0.030 | 1.48 054138' 0.536




Figure S1. Serum piRNA levels. piRNA expression values were
low in the 26 serum samples (A). piRNA uc032och.1 was significantly upregulated in

serum of ccRCC patients (B).
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