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Supplementary Figure 1 Western Blot analysis of transgene expression 48 hours post 

infection (hpi). Cropped parts of these blots are displayed in Figure 1A. HEK293T cells 

were infected at a multiplicity of infection (MOI) of 10 with Ad5 or Ad19a/64 vectors 

expressing the genes IE-1, pp65, or GFP as indicated. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Supplementary Figure 2 MoDCs from 3 different HCMV seronegative blood donors were infected at the indicated MOIs with IE-1- or pp65-expressing vectors and 

transgene expression was analyzed at the indicated time points via flow cytometry after intracellular antigen staining. The gating was performed as shown in figure 3. 


