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MAQPGVQSLKCVVTGDGAVGKTCLLISYTTNAFPGEYIPTVFDNYSASVMVDGKPISLGLWDTAGQEDYDRLRPLSYPQTDVFLICFSIVSPPSFDNVKA
CCCCCCSSSSSSSSCCCCCCHHHHHHHHHCCCCCCCCCCCCSSSSSSSSSSCCSSSSSSSSSCCCCCHHCCCHHHHCCCCCSSSSSSSCCCHHHHHHHHH
9898764479999999987899999999609899976897137788999999999999988788832130012543489989999998988889999999
8556414300000000200000000100145514541100011222030315644030000000314314411311145010000000013360162037

KWYPEIDHHAPNIPIILVGTKLDLREDAATLDSLRQKRMEPVSYEQALACAREIKAYKYLECSALTQRNLKSVFDEAIRAVLNPRPQPSKHKKSKCSIL
HHHHHHHHCCCCCCSSSSSSCCCCCCCHHHHHHHHHCCCCCCCHHHHHHHHHHHCCCSSSSCCCCCCCCHHHHHHHHHHHHHHHCCCCCCCCCCCCSSC
999999972999998999789854455566777865568843389999999980997899898887869799999999999852755568899988879
202410362147000000001200263762264047474520437303400640403210000023463044003300310033575654655441406
H:Helix; S:Strand; C:Coil

Sequence
Prediction
Conf.Score

Ef-RacA 

Sol. Acces.

MAVVATIKCVVVGDGAVGKTCLLISYTTNKFPSEYVPTVFDNYAVTVMIGDEPYTLGLFDTAGQEDYDRLRPLSYPQTDVFLVCFSVTSPASFENVREKW
CCCCCSSSSSSSCCCCCCHHHHHHHHHHCCCCCCCCCCCCCSSSSSSSSCCSSSSSSSSSCCCCCCCCCHHHHHCCCCCSSSSSSSCCCHHHHHHHHHHH
9976357899999997679999999972989974588774115889999999999998878997532001454367998999999899767799999999
7542441000000120000000010103331355110000111223341664403000000032431441131114401000000002336016104730

FPEVHHHCPGVPCLIVGTQVDLREDPSVKDKLAKQKMAPVKKEDGDRMARELGAVKYVECSALTQFRLKDVFDEAIVAALEPPMPKKKSHKCLVL
HHHHHHCCCCCCSSSSSSCCCCCCCHHHHHHHHHCCCCCCCHHHHHHHHHHHCCCSSSSCCCCCCCCHHHHHHHHHHHHHHCCCCCCCCCCCSSC
99998538899889998894023354668887645688779999999999809988997886879797999999999997076678899988759
24103620470000000013002636622540474644204373034005404032000000234630440032002100335454657434301
H:Helix; S:Strand; C:Coil

Ef-Cdc42 
Sequence
Prediction
Conf.Score
Sol. Acces.

 


