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Figure S1 . SDS-PAGE gel picture of V. cholerae OmpU. OmpU was highly purified. The

lane on the right is protein molecular weight marker.

Void volume: ~40 ml
Column volume: 120 ml
Flow rate: 1ml/min

Absorbance 280 nm
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Figure S2 Size-exclusion chromatogram of V. cholerae OmpU on gel filtration column.

The samples were injected onto a HiLoad 16/600 Superdex 200 prep grade column (GE
healthcare) pre-equilibrated with 20 mM Tris-HCL (pH 7.8), 300 mM NaCl, 0.5% CsEs. The

OmpU was eluted out at 72ml, corresponding to molecular weight around 120 kDa,

suggesting that the OmpU is trimeric in the detergent solution.
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Figure S4 OmpU trimer crystal packing in a single unit cell viewed from bc plane.
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Figure S5 Sequence alignment of V. cholerae OmpU with V. mimicus OmpU, K.

pneumoniae OmpK36, E. coli OmpF and E. coli OmpC porins generated by ESPript 3.0

programme (Robert & Gouet, 2014). The secondary structure elements of V. cholerae OmpU

are indicated above the alignment (arrows = B-strands; coils = a-helices; TT = strict B-turns; L

= extracellular loops). The n symbol represents a 310-helix. Conserved residues are
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highlighted in boxes. Fully conserved residues are shown in white with a red background,

whereas those less conserved residues are shown in red with a white background.
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