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Genetic identification and molecular modeling characterization 
reveal a novel PROM1 mutation in Stargardt4-like macular 
dystrophy

SUPPLEMENTARY MATERIALS

Supplementary Figure 1: The active functional extracellular domain residues of PROM1 position‎ in the wild type and 
L245P mutant systems.
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Supplementary Figure 2: Conservation analysis of the PROM1 p.Leu 245 amino acid residue. The high light ‎amino acid 
residue Leu. (Leucine) in green is conserved in different species. Computer-based ‎protein analysis indicates that the variant in the PROM1 
was likely deleterious and the ‎disease-causing mutation in our family. The protein accessions and their species information ‎of organisms 
and were listed in the right side. ‎

Supplementary Figure 3: The average number of total hydrogen bonds of PROM1 protein during 130-ns of molecular 
‎dynamic simulation. These results show that L245P point mutant proteins had different fluctuation ‎patterns and different number of 
H-band from the wild-type protein, with significant high ‎fluctuations and low stabilizing.‎
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