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A novel PAX7 10-bp indel variant modulates promoter activity, gene 2 

expression and contributes to different phenotypes of Chinese cattle 3 
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Supplementary Table S1 Information of primer sets used in this study. 21 

The italic and bold bases indicate recognition sites of restriction endonucleases, and the underlined 22 

were attached nucleotides 23 

 24 
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Primer name Primer sequences (5'-3') 
Annealing 

temperature (oC)  

Fragment 

size (bp) 

P1 
F: GCAGAAGGGTCCGGTCATTC 

61.6 1868 
R: ACCTTCCAGGGGAAACCCC 

P2 
F: CGCGTTACAACCAGCACTTC 

59.2 208/218 
R: GCCTTCTTTCTCCGACCAC 

pGL3-pro1 
F: CTAGCTAGCAAATGGGGCTCCCTCCT 

60.5 1680 
R: CTAAGCTTAAAACCGCTTTCCGTCC 

pGL3-pro2 
F: GTGGTACCCGGGCAAGAACAGGACA 

66.3 1355 
R: CTAAGCTTAAAACCGCTTTCCGTCC 

pGL3-pro3 
F: GTGGTACCCTTACCCGGCGGATCGCTCT 

61.7 743 
R: CTAAGCTTAAAACCGCTTTCCGTCC 

pGL3-pro4 
F: GTGGTACCCCCGATCCCCCCCGCCA 

68.9 400 
R: CTAAGCTTAAAACCGCTTTCCGTCC 

pGL3-pro5 
F: GTGGTACCTGTTTGTTTGAACTTCCTC 

64.0 266 
R: CTAAGCTTAAAACCGCTTTCCGTCC 

pEGFP-ZNF219 
F: GGAATTCTATGGAGGGCTCACGTCCC 

66.2 2166 
R: GGGATCCCTACCTTTCTTGGCCCCCT 

 
pcDNA3.1-ZNF219 

F: GGGATCCATGGAGGGCTCACGTCCC 

 
66.2 2166 

R: GGAATTCCTACCTTTCTTGGCCCCCT 

 qPCR primer    

Pax7 
F: GAGGACGAAGCGGACAAGAA 

60 139 
R: TACGCTTCAGAGGGAGGTCG 

Id2 
F: ATCGTTAGCCTGCACCACC 

60 153 
R: TCAGCCACAGAGAGCTTTGC 

Id3 
F: CGCGTCATCGACTACATCCT 

60 117 
R: GATCACAAGTTCCGGAGCGA 

CXCR4 
F: TCTCCTGCCTGGTATCGTCA 

60 148 
R: AATGTAGTAGGGCAGCCAGC 

Myf5 
F: CCCACCTCAAGTTGCTCTGA 

60 127 
R: AGGAGCTTTTATCCGTGGCA 

MRF4 
F: GGCTGGATCAGCAGGACAAA 

60 153 
R: CAGTTATCACGAGCCCCCTG 

MyoD 
F: GAACACTACAGCGGCGACTC 

60 126 
R: GCTGTAGTAAGTGCGGTCGT 

MyoG 
F: GCAGCGCCATCCAGTACATA 

60 124 
R: GAGCTGCATTCACTGGGCA 

GAPDH 
F: AATGAAAGGGCCATCACCATC 

60 204 
R: GTGGTTCACGCCCATCACA 


