Table S7 Genotypic mean HDL levels for variant hsa-miR-4727-5p/rs73295187 in the
discovery and validation analysis

Genotype Discovery result Validation result
Genotypic Genotypic Genotypic Genotypic
count mean(SE) count mean(SE)
CcC 15 66.88(22.9) 22 66.80(23.7)
AC 326 58.22(20.1) 347 54.04(16.6)
AA 1478 54.66(16.9) 1652 54.27(17.5)
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Fig. S1 Single-variant-based association between variant hsa-miR-4727-5p/rs73295187
and HDL in the validation analysis



