
Human cohorts total number of 
genes assessed in both cohorts

7584

Total number of differentially expressed
genes found in mouse lines comparison

foldChange ≥ 4 and p-adj<0.01
1430

Number of genes 
significantly 
associated 

with outcome in both 
cohorts FDR<0.1

976
Number of genes with human orthologue

1290

Human cohorts total number of 
genes assessed in both cohorts

7584

Number of genes present in all datasets
388

Number of genes with a FDR<0.1 in both human cohorts
61

Final number of genes with FDR<0.1 in both human cohorts with the
same direction of expression change in metastasis and poor outcome

28
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