S1 Table. Oligonucleotide sequences

Oligonucleotides nt Sequence (5’ -37)

Downstream/Damaged strand

D1 32 U CAG CAG CAG CAG ATGCCCGCCCCACTCATTGC

D2 32 F CAG CAG CAG CAG ATG CCCGCCCCACTCATTGC

D3 32 D CAG CAG CAG CAG ATGCCCGCCCCACTCATTGC

D4 16 p CGT GCG GAT CCGGTGC

D5 32 p CAG CAG CAG CAG ATG CCCGCCCCACTCATTGC

D6 48 CTG GAT ACA CGA ACT TTA AGC AUA GTC AAT GAA GGA CGC ATATCA GTG

Template strand

T1 55 GCA ATG AGT GGG GCG GGC ATC TGC TGC TGC TGC TGT ACG GGC GCT AGG CGA
CTCG

T2 46 GCA ATG AGT GGG GCG GGC ATC TGC TGT ACG GGC GCT AGG CGACTCG

T3 31 GCA CCG GAT CCG CACGGC GCATCAGCT GCAG

T4 48 CACTGATAT GCGTCCTTCATT GAC TCT GCT TAA AGT TCG TGT ATC CAG

Upstream strand

Ul 34 CGA GTC GCC TAG CGC CCG TAC AGC AGC AGCAGC A

U2 20 CGAGTCGCCTAGCGCCCGTA

U3 15 CTG CAG CTG ATG CGC

U: deoxyuridine

F: tetrahydrofuran, THF

D: 5’-(2-phosphoryl-1,4-dioxobutane), DOB
p: phosphate



