1.0/100

0.55/43
—

0.86/61

1.0/100

1.0/98

1.0/99

WP_014243724.1_halobacteriovorax_halobacteriovoraceae
1.0/100 —— WP_084601977.1_tepidibacter_tepidibacter

[
1.0/94 |

L~ WP_072886915.1_tepidibacter_tepidibacter

WP_054741032.1_cellulosilyticum_cellulosilyticum

1.0/100 — WP_055858575.1_yonghaparkia_yonghaparkia
WP_052225552.1_mesorhizobium_mesorhizobium

0.84/57

1.0/90

1.0/100

WP_075014883.1_geodermatophilus_geodermatophilus
—‘_—‘:WP_O30485420.1_marmoricola_marmoricola
1.0/100 770781 WP_018154945.1_demetria_demetria

1.0/100  —————— WP_084361473.1_herbiconiux_herbiconiux

0.97/68
0.71/-

0.9/66!

WP_084649159.1_saccharospirillum_saccharospirillum
0/84 WP_044616470.1_gynuella_gynuella
0.98/82 WP_087611743.1_marinomonas_marinomonas
WP_009836097.1_marinomonas_marinomonas

L—— WP_083890512.1_corynebacterium-like_unclassified

1.0/98

I WP_037054912.1_rheinheimera_rheinheimera

L WP_008985559.1_alishewanella_alishewanella

0.99/96

WP_082882711.1_paenibacillus_paenibacillus

WP_066264465.1_bacillus_bacillus
— WP_048371969.1_bacillus_bacillus

0.99/73 0.66/-

1.0/100 ————— WP_025752804.1_bacillus_bacillus
1.0/100 ——— WP_085979664.1_paenibacillus_paenibacillus

1.0/92 —0-7/52

1.0/85
e WP_076512784.1_bacillus_bacillus
WP_040061228.1_bacillus_bacillus

0.85/-

1.0/98

L—— WP_013915172.1_paenibacillus_paenibacillus

WP_069679747.1_clostridium_clostridium
WP_055669070.1_desnuesiella
WP_079409203.1_paenibacillus_paenibacillus

6’_01 3915177.1_paenibacillus_paenibacillus

1.0/1

088- L___r— WP_072578124.1_bacillus_bacillus

0

.99/74 WP_003464505.1_gracilibacillus_gracilibacillus

0.84/23

f(B 74)86338606.1 _acanthamoeba_acanthamoebidae
: —— XP_012193562.1_saprolegnia_saprolegnia

0.82/-

0.99/86

0.99/100

XP_008605215.1_saprolegnia_saprolegnia
XP_008860257.1_entamoeba_entamoeba
XP_004257087.1_entamoeba_entamoeba

I XP_653630.2_entamoeba_entamoeba

1.0/98

1.0/100

— XP_005708840.1_galdieria_galdieria

0.76/

L—— XP_005706231.1_galdieria_galdieria

0.99/35

0.88/17

0.99/71

4| 0.61/54

XP_005826390.1_guillardia_guillardia

1.0/100

0.99/65 0.86/15

0.5/- 70799 XP_020519104.1_amborella_tracheophyta

: 0.93/75—_ XP_020687661.1_dendrobium_tracheophyta
1.0/98 XP_002980052.1_selaginella_tracheophyta
XP_001755209.1_physcomitrella_bryophyta
1.0/- XP_001753432.1_physcomitrella_bryophyta

L XP_004183088.1_entamoeba_entamoeba

WP_053405742.1_persicobacter_flammeovirgaceae
WP_052444191.1_flammeovirga_flammeovirgaceae

0.36/- WP_087505406.1_neiella_neiella
WP_055734580.1_agarivorans_agarivorans
_|_‘OL—9/"7—WP_084202257.1_aeromonas_aeromonas
0.99/79 WP_052449495.1_aeromonas_aeromonas

WP_019615450.1_psychromonas_psychromonas

B-amylase phylogeny

XP_005831445.1_guillardia_guillardia
XP_005703051.1_galdieria_galdieria
XP_005534831.1_cyanidioschyzon_cyanidioschyzon
XP_018448902.1_raphanus_tracheophyta

0.96/20

0.98/51

0.63/10

0.75/-

]
L——— XP_002978844.1_selaginella_tracheophyta

0.99/- 1.0/97

XP_004301812.1_fragaria_tracheophyta

—— XP_017980165.1_theobroma_tracheophyta

1.0/100 ——— XP_004148285.1_cucumis_tracheophyta

I XP_018826027.1_juglans_tracheophyta
. XP_006855410.1_amborella_tracheophyta

0.99/56 I

0.94/-

XP_007511148.1_bathycoccus_mamiellales

0.97/69
L

1.0/87

0.99/76

1.0/98 [ XP_013904250.1_monoraphidium_selenastraceae
XP_005642810.1_coccomyxa_coccomyxaceae
0.86'7'63“_'_7 XP_002946796.1_volvox_volvocaceae
1.0/87— XP_001691372.1_chlamydomonas_chlamydomonadaceae
1.0/99 o[77756 XP_013901318.1_monoraphidium_selenastraceae
—

1.0/78

XP_005650317.1_coccomyxa_coccomyxaceae
1.0/97

I XP_007511103.1_bathycoccus_mamiellales
L———— XP_003062547.1_micromonas_mamiellales

1.0/100 — XP_002505301.1_micromonas_mamiellales

0.51/40 |
0.65/40 L 0:99/64 .

1.0/100 |L/gg|:XP_020438623.1_polysphondylium_polysphondylium

XP_012754472.1_acytostelium_acytostelium

0.75/35

T XP_004366338.1_dictyostelium_dictyostelium

1.0/100 —— NF0099680_naegleria_naegleria

XP_002669193.1_naegleria_naegleria

TVAG_236600_trichomonas_trichomonas

0.77/67

OHT12824.1_tritrichomonas_tritrichomonas

OHT10032.1_tritrichomonas_tritrichomonas
— TVAG_436700_trichomonas_trichomonas

10100 =555783

|_'_— TVAG_080000_trichomonas_trichomonas
1.0/100 TVAG_175670_trichomonas_trichomonas
0.99/90

0.4

XP_011396445.1_auxenochlorella_chlorellaceae

——— XP_003060314.1_micromonas_mamiellales

XP_013897243.1_monoraphidium_selenastraceae
XP_002957283.1_volvox_volvocaceae

XP_005650852.1_coccomyxa_coccomyxaceae

XP_007515072.1_bathycoccus_mamiellales
XP_001416297.1_ostreococcus_mamiellales



