Description of Additional Supplementary Files

File Name: Supplementary Data 1

Description: Comparison of gene expression after RNA-seq analysis of islets isolated from
Ins-c-Myc transgenic islets as well as littermate controls revealed a downregulation of 290
RNAs (red) and upregulation of 175 RNAs (green) in the Ins-c-Myc islets using a nominal p
value cutoff at 10-6.



