Supplemental figures: Consurf results for ascomyceteous orthologs of nop-1, orp-1
and carO.

Page 1: Consurf results for nop-1 mapped on N. crassa nop-1 protein sequence.
Page 2: Consurf results for nop-1 mapped on G. zeae nop-1 protein sequence.

Page 3: Consurf results for orp-1 mapped on G. zeae orp-1 protein sequence.

Page 4: Consurf results for carO mapped on G. zeae carO protein sequence.
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Average Conserved

An exposed residue according to the neural -network al gorithm

A buried residue according to the neural -network al gorithm

A predicted functional residue (highly conserved and exposed).
A predicted structural residue (highly conserved and buried).

Insufficient data - the calculation for this site was
performed on | ess than 10% of the sequences.
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- An exposed residue according to the neural -network al gorithm
A buried residue according to the neural -network al gorithm
resi due (highly conserved and exposed).
resi due (highly conserved and buri ed).
Insufficient data - the calculation for this site was

41
[T vVSARGEAR
bbbbbbbbbb
S S

91

ASVRDHHKHV

bebeeeeeee

141

T MAVI ANV

bbbbbbbebb
S

191

SRTSRARG K

eeebeeeceece

241
YRVLEVETRA
bbbbbbbbeb
S s f
291

G

eee
f



Variable

1

I ¥ @8 NoA

eeebbeeeeb
f ff

51

RN ERI EER
eeeeeebbbb
f Ss

1
KY Nw ¥
bbebbbbbbb
f

151

TSIIRWGF F AR
eebebbbbbb
f sf

201

10

LNiPIAFGc s DGEN [JEvTRR

bbbbbbbbbb
s s

251

ALNLHFTQ [
ebebebeebb
f

11
Lo [PRE B

beeeeeeeee
f

61
L T FMGT

bbbbbbbbbb

111

EEv LA L
bbbbbbbbbb
S

161

GTEA BLLA

bbbbbbbbbb
211

eeeeebbbbe
f ff s

261

ebbeeeeecee
f f

The conservati on scal e:

M2345678H

Average

n - o o
1

- A predicted functiona
- A predicted structura

Conserved

ConSurf Results

21 31
ESEAGENWE vEVAR s

ebeeebbebb
f S S

71

| TNjF sMsal|

bbbbbbbbeb
S S

121

Sl slIATI
bbebbbbbbb
S S SSS

171

it or [
bbbeebeeeb
S s

221

MEL FIEG!

bbbbbbbbbb
SS

271

€ e E rexRAPED

eeeeeeeeee

performed on |l ess than 10% of the sequences.

bbbbbbbbbhb
s s

41
FLAE A s K
bbbbbbbebe

81 91
A's Bt NBE A sy v
bbebbeeeee eeeeebebbb
f S
131 141
NI FL Wi sYLcsA T
bbbbbbbbbb bbbbbbbbbe
181 191
TR LSRDYE MHA LW
eebbbbeebb bbbbbbbbbb
S S
231 241
L GLAE F M sk wWive
bbbbbbbbbb bbbbeebebe
f
281 291
Wi B EH PRV
eeeeeeeeee eeee

- An exposed residue according to the neural -network al gorithm
A buried residue according to the neural -network al gorithm
resi due (highly conserved and exposed).
resi due (highly conserved and buri ed).
Insufficient data - the calculation for this site was
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- An exposed residue according to the neural -network al gorithm
A buried residue according to the neural -network al gorithm

- A predicted functional residue (highly conserved and exposed).
- A predicted structural residue (highly conserved and buried).

Insufficient data - the calculation for this site was
performed on | ess than 10% of the sequences.
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