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Table S6          

Saturation analysis 

The presence of saturation in base substitution for each of the opsin gene alignment was tested by comparing half of 

the expected theoretical saturation index when assuming full saturation (Iss.c, critical value) with the observed 

saturation index (Iss). Absence of substitution saturation is verified when Iss is lower than Iss.c for a significant p-

value. 

 

Opsin Iss Iss.c t df p-value 

RH1 0.284 0.751 36.203 1043 0 

OPN1sw1 0.307 0.751 34.954 1043 0 

OPN1lw 0.34 0.754 27.853 1088 0 

OPN4m 0.28 0.77 38.115 1391 0 

OPN3 0.392 0.761 24.914 1202 0 

RGR 0.236 0.738 33.464 872 0 

RRH 0.276 0.749 40.882 1010 0 

OPN5 0.189 0.752 52.204 1055 0 

 


