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Supplementary Table 1. The differential regulated genes enriched in the biological process

of positive regulation of angiogenesis

FPKM1 FPKM?2 log? ratio of
GenelD Symbol Probability
(3D UC-MSCs) (2D UC-MSCs)  FPKM1/FPKM2
694 BTG1 55.91666667 10.00333333 2482797543 0.90884021
3576 IL8 3089.476667 787.1533333 1.97264588 0.899162287
133 ADM 141.3366667 9.623333333 3.876455278 0.948887386
51129  ANGPTL4 426.17 7416666667 5.844514298 0.982916211
1116 CHI3L1 148.4766667 7.656666667 4.277375966 0.958643356
57105 CYSLTR2 491 1.2 2.032688619 0.818027299
1545 CYP1B1 8.043333333 1.01 2.993438217 0.886267062
3162 HMOX1 87.16333333 6.516666667 3.741515263 0.945496644
3082 HGF 225.11 91.97666667 1.291290328 0.867483567
3552 IL1IA 88.58 37.42 1.243171439 0.862237022
3553 IL1B 1811.013333 485.1633333 1.900254741 0.897427893
388 RHOB 132.9766667 35.26666667 1.914795993 0.895520058
7291 TWIST1 39.15333333 7.593333333 2.366329891 0.905683612
7422 VEGFA 572.1733333 157.5366667 1.860764606 0.896621399
80149  ZC3H12A 38.53666667 13.25333333 1.539876532 0.87299027




Supplementary Table 2. The differential regulated genes enriched in the inflammatory

process
FPKM1 FPKM?2 log? ratio of
GenelD Symbol Probability
(3D UC-MSCs) (2D UC-MSCs)  FPKM1/FPKM2
604 BCL6 384 10.56333333 1.862041152 0.888729903
6364 CCL20 27.22 0.666666667 5.351557662 0.969717467
6349 CCL3L1 4.336666667 0.01 8.760442746 0.923582566
414062 CCL3L3 4.193333333 0.693333333 2.596476489 0.82721092
6352 CCL5 56.4 8.573333333 2.717767021 0.915387551
6354 CCL7 51.78666667 12.89666667 2.005582472 0.897714068
2920 CXCL2 82.52666667 14.62333333 2.496588164 0.910748044
2921 CXCL3 165.32 43.23666667 1.934934061 0.89627452
3576 IL8 3089.476667 787.1533333 1.97264588 0.899162287
7852 CXCR4 9.77 0.563333333 4.116297816 0.928248088
1051 CEBPB 59.68 24.48666667 1.28525114 0.862627261
929 CD14 3.476666667 0.2 4.119632847 0.856869071
1999 ELF3 7.293333333 0.08 6.510434522 0.949251609
1969 EPHA2 11.11333333 35.21666667 -1.663966758 0.88313648
2353 FOS 14.84666667 2.69 2.46446098 0.89372496
8111 GPR68 30.08333333 6.78 2.149607253 0.896213816
5971 RELB 22.51333333 6.546666667 1.78194725 0.880578247
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Supplementary figure 1. The representative picture (x400) of chloracetate esterase
staining of neutrophils (purple) at 24 h after hepatic IRI. Significantly less neutrophils
infiltrated into the liver in 3D UC-MSCs treatment compared with vehicle and 2D UC-

MSCs treatment groups.
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Supplementary figure 2. Two independent Western Blotting experiments were
performed to confirm the expression of ZC3H12A protein in UC-MSCs. The cell culture
and Blotting were described in Methods. The ZC3H12A protein levels were normalized
to corresponding B-actin levels. Both experiments showed that the ZC3H12A level was
significantly higher in 3D UC-MSCs group compared with 2D UC-MSCs group. a) The
full-length gel of first Western Blotting experiment was shown, the No 2 sample of 2D
UC-MSCs was excluded from statistics due to too much background. b) The second
independent Western Blotting experiment was performed with the protein samples from
another batch of recovered and cultured UC-MSCs cells. The result also showed that
the ZC3H12A protein level was higher in 3D UC-MSCs when normalized to the -actin

level.



