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Additional file 4: Transcript profiling of HT29 cells subjected to PHGR1 downregulation.

A) Verification of PHGR1 mRNA knockdown by quantitative RT-PCR. HT29 cells were transfected with
a negative control siRNA (Control) and two siRNAs targeted against PHGR1 mRNA (siRNA A and
siRNA B). Relative PHGR1 mRNA levels were measured by quantiative RT-PCR, relative to a
reference mRNA and the mean PHGRL1 level in the control transfections. Mean levels are plotted, with
error bars showing the standard deviation for the four biological replicates.

B) Verification of PHGR1 protein knockdown by Western blotting. Untransfected HT29 cells (U), HT29
cells transfected with a negative control siRNA (Ctrl) and two different siRNA targeting PHGR1 mRNA
(A and B) were analyzed.

C) Verification of selected up- and downregulated transcripts in siRNA-transfected HT29 cells by
guantitative RT-PCR. mRNA levels relative to a reference transcript and the mean of the control
transfections are shown. Standard deviations from three bioloical replicates are shown by error bars.



