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Supplementary file 4 - Transcriptomic data was validated by Nanostring: 100ng total RNA in 5ul total volume was processed using the standard nCounter XT Total RNA
protocol. The Codeset consists of Reporter and Capture probes that hybridise the target sequence of interest, forming a tripartite complex. Hybridised samples were
processed in batches of 12 using the High Sensitivity Protocol (3 hours). Raw data was exported and QC-checked using Nanostring’s nSolver data analysis tool
(www.nanostring.com). As per the Nanostring CodeSet design criteria, 25 candidate genes for validation were chosen, with two housekeeping genes incorporated
within this amount (Mnf and Rpl32). Raw data was normalised to the geometric mean of both the positive controls (included in the hybridisation steps) and the
nominated housekeeping genes. Normalised Nanostring data (expression level) was compared to transcriptomic data (mean expression level) and the Pearson’s
correlation coefficient was calculated in R
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