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ATGAAAAAGATCTCTGACACGTCCCCGG
ATGAAAAAGATCTCACCCACTTCCCCGG
ATGAAACAGATCTCCGGCAACTTCACTC
ATGAAACAGATCTCCGGCAACTTCACTC
ATGAAACAGATCTCCGGCAACTTCACTC
ATGAAACAGATCTCCGGCAACTTCACTC
ATGAAACAGATCTCCGGCAACTTCACTC
ATGAAACAGATCTCCGGCAACGTCACTC
ATGAAACAGATCTCCGGCAACTTCACTC
ATGAAACAGATCTCCGGCAAGTTCACTC
ATGAAACAGATCTCCGGCAAGTTCACCC
ATGAAACATATCTCCGGAAAGCCCACTC
--ATGGCCGGCCTGCCTCCGCTCTCCAT
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* * * * * ** * * * * * * * * *
CTTTTCGAATCGGCATGCAAGCGGAGGCCGAGCAGGTCCAGACCTCAATGGATCGGGTGCCTGAACACCA---GCACGTCG-CCGAACCCGC 116
TTATCCCACATGGCATGCAAGCGGAGGGCGATCAATCCGAGACCTCAATGCATCCTGCATCCGAACACCATGAGCCCGCCG-CCACTCCCGG 119
TCCCTTCCACGGCGCTGCGCGCAGACGCAGAGCGCGATGCGCCCGAAACTGCACAGGCGCCCGAACCACA----CACCCCG-CCCCATCCTG 115
TCCCTTCCACGGCGCTGCGCGCAGACGCAGAGCGCGATGCGCCCGAAACTGCACAGGCGCCCGAACCACA----CACCCCG-CCCCATCCTG 115
TCCCTTCCACGGCGCTGCGCGCAGACGCAGAGCGCGATGCGCCCGAAACTGCACAGGCGCCCGAGCCACA----CACCCCG-CCCCATCCTG 115
TCCCTTCCACGGCGCTACGTGCAGACGCAGAGCGCGATGCGCCCGAAACTGCACAGGCGCCCGAGCAACA----CACCCCG-CCCCATCCCG 115
TCCCTTCCACGGCGCTACGTGCAGACGCAGAGCGCGATGCGCCCGAAACTGCACAGGCGCCCGAGCAACA----CACCCCG-CCCCATCCCG 115
TCCCTTCCACGGCGCTGCGCGCAGACGCAGAGCGCGATGCGCCCGAAACTGCACAGGCGCCCGAGCAGCA----CACCCCG-CCCCATCCCG 115
TCCCTTCCACAGCGCTGCGCGCAGACGCAGAGCGCGATGCACCCGAAACTGCCCAGGCGACCGAGCAGCA----CACCCCG-CCCCATCCCG 115
CCCCTTCCACGGCGCTGCGCGCAGACGCAAAGCGCGATGCGCCCGACACGGCACAGGTGCCCGAGCAACA----CCCCCCG-CCCCATCCCG 115
CCCCTTCCACGGCACTGCGCGCAGACGCAGAGCGCGATGCGCCCGACACTGCACAGGCGCCCGAGCAACA----CCCCCCG-CCCCATCCCG 115
TCCTTTCCACAGCCATGCACGCAGACGCAGAGCGCGACGAGGCCGAAACGGCGTACTCGCCCGAGCAAGA----CACCCTG-CTCCATCCGG 115
TCCCTCGGTACGCCCTGCCCGTGACGGCGAGGGGACTGCGAACCCGGAGGCGGCTCCCACCGGCCCGCCGCGCCCGCCCGGGCCGCACGCCG 118
30........40........50........60........70........80........90.......100.......110.......120

* * * *** ** * * * * ** * * * *
CCA-GGATCACCCGCT--CAACCTGCTGGAAAAAAGACTCCGCAAAACCGCCGAGTCCTCTAGCGAAGACCCGAGCTTGCACATCA-GTGTGCCAACCATTAGTGGGCGCTTGAAC-CGC 231
CCA-GGATCCCCTGCT--CAACCTGCTGGAAAAAAGGAGAATCAGAAGCGGCGAGTCCTCTGTCCGAGAGTTGAGTGTGGACATAG-ATCGCCCACCTCCCAGACTGATAGTGCCA-CGC 234
TCGCAGACCATCCGCT--CAACCTGCTGGAAAAAAGAAGAAGCATCACCGGCGTACTTGCCGACGAACGTAAGCGTCTGGAAGTCGTGGTGCCCCGCCTGCAGGCAGCGTTGGCAC-CGC 232
TCGCAGACCATCCGCT--CAACCTGCTGGAAAAAAGAAGAAGCATCACCGGCGTACTTGCCGACGAACGTAAGCGTCTGGAAGTCGTGGTGCCCCGCCTGCAGGCAGCGTTGGCAC-CGC 232
TCGCAGACCATCCGCT--CAACCTGCTGGAAAAAAGAAGAAGCATCACCGGCGTACTTGCCGACGAACGTAAGCGCCTGGAGGTCGTGGTGCCCCGCCTGCAGGCAGCGTTGGCAC-CGC 232
TCGCAGACCATCCGCT--CAACCTGCTGGAAAAACGCAGAAGCACCACCGGCATGCTCGCCGATGAACGTAAGCGCCTGGAGGTCGTGGTGCCCCACCTGCAGGCAGCGTTGGCAC-CGC 232
TCGCAGACCATCCGCT--CAACCTGCTGGAAAAACGCAGAAGCACCACCGGCATGCTCGCCGATGAACGTAAGCGCCTGGAGGTCGTGGTGCCCCACCTGCAGGCAGCGTTGGCAC-CGC 232
TCGCAGACCATCCGCT--CAACCTGCTGGAAAAACGAAGAAGCACCACCGGCGTGCTCGCCGATGAAAATACGCGCCTGGAGGTCGTGGTGCCCCGCCTGCAGGCAGCGTTGGCAC-CGC 232
TCGCAGACCATCCGCT--CAACCTGCTGGAAAAAAGAAGAAGCACCACCGGCGTGCTCGCGGATGAAAGGACGCACCTGGAGGTCGTGGTGCCCCGCCTGCAGGCAGCGTTAGCAC-CGC 232
TCGCAGACCATCCGCT--CAACCTGCTGGAAAAAAGAAGAACCACCATCGGCTTACTTGCCGACGAACGTAAGCGCCTGGAGGTGGTGGTGCCCCGCCTGCAGCCATGCTTGGCAC-CGC 232
TCGCAGACCATCCGCT--CAATCTGCTGGAAAAAAGAAGAACCACCATCGGCTTACTTGCCGACGAACGTAAGCGCCTGGAGGTGGTGGTGCCCCGCCTGCAGCCATCGTTGGCAC-CGC 232
TCGCAGACCATCCGCT--CAACCTATTGGAGAAAAGAAGAAGCACAACCGGTGTCCTCGCGGACGAACATTCGCAACTACAGGTCGTGGTGCCCCGCCTGCAGGCATCGTTGGCAC-CGC 232
TCGCCCATGTGCCGCTGCTGGCACGCCGGCGCGG-GCAGTCCGGCGAGGGGCCATCGGCGGAGCGCGCACCGCGGCTGGCACCGCTCGATGCCCTGCGCCGCGCCAGCACCTTCGTTCTC 237
.......130.......140.......150.......160.......170.......180.......190.......200.......210.......220.......230.......240

** * * * * * ** * * * * ** ** * ** ** ** * *
TTTATTTCGCGCTCCTTTTCCAGTAGCAGCAACGCGCCAACGACACCAGGCTCCGGATTCAGCGGCAGGCCGACCGGGTACCCAGGTTTCCCGACGCTGGCGTCCCTGCTCGATCCACCC 351
TGCCTTCCACGCTCGCTGTCCAGCGGCAGCA---CATCAACAACGCCAGGCTCCGATTCCAGCCGCAGATCGACGCCATACTCCGATTTGCCGGTACTGGGATCGCTACTCGACCCGCCC 351
ACACCT----GGTCCTCATCCAGTAGCGACT---CGCCAACGACGCCTGTCACCGGCCGCAGCCCCCGTCTGGGCCCGCAACCCGGCTCACCGACCTGGGCCTGTCTGCTGGAGACGCCG 345
ACACCT----GGTCCTCATCCAGTAGCGACT---CGCCAACGACGCCTGTCACCGGCCGCAGCCCCCGTCTGGGCCCGCAACCCGGCTCACCGACCTGGGCCTGTCTGCTGGAGACGCCG 345
ACACCT----GGTCCTCATCCAGTAGCGACT---CGCCAACGACGCCTGTCACCGGCCGCAGCCCCCGTCTGGGCCCGCAACCCGGCTCACCGACCTGGGCCTGTCTGCTGGAGACGCCG 345
ACACCT----GGTCCTCATCCAGTAGCGATT---CGCCAACGACGCCTGTCACCGGCCGCAGCCCCCGTCTCGGCCAGCAGCCCGGCTCACCGACATGGGCCTGCCTGCTGGAGACACCG 345
ACACCT----GGTCCTCATCCAGTAGCGATT---CGCCAACGACGCCTGTCACCGGCCGCAGCCCCCGTCTCGGCCAGCAGCCCGGCTCACCGACATGGGCCTGCCTGCTGGAGACACCG 345
ACACCT----GGTCCTCATCCAGTAGCGACT---CGCCAACGACGCCTGTCACCGGCCGCAGCCCCCGTCTGGGCCCGCAGCCCGGCTCACCGACCTGGGCCTGCCTGCTGGAGACGCCG 345
ACACCT----GGTCCTCATCCAGTAGCGACT---CGCCAACGACGTCTGCCACCGGCCGCAGCCCTCGTCTGAGCCCGCAGCCCGGCTCACCGACCTGGGCCTGCCTGCTGGAGACGCCG 345
AAACCT----GGTCCTCATCCAGTAGCGACT---CGCCAACGACGCCTCTCTCCAGCCGCAGCCCCCGTCTCGGCACGCAGCCCGGCTTACCGACCTGGGCCTGCCTGCTGGAGACGCCG 345
AAACCT----GGTCCTCATCCAGTAGCGACT---CGCCAGCGACGCCTCTCTCCAGCCGCAGCCCCCGTCTCGGCACGCAGCCCGGCTTACCGACCTGGGCCTGCCTGCTGGAGACGCCG 345
AAACCT----GGTCGTCATCCAGCAGCGGCT---CGCCAACAACGCCTGTCACCGGCCGCAGCCCCCGTAGCGGCGCGCGGCCCGGTTCACCGATCTTGGCCTCCCTACTGGAGACGCCG 345
CCGCGCTCGCCATCGTCTTTCGATCATGGGAGACGGCCCGGGGCGGGGCGCGCCAGCCCCTCGCACGGTGCGGGCA-GCAGCCAG--CCGCCCTCGCTGGCATCCCTGCTGGACCCGTCC 354
.......250.......260.......270.......280.......290.......300.......310.......320.......330.......340.......350.......360
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* * * * * * * ***** * * * ** **** * * ** * ** ** ** *
ACACCGAGGTCT-CACTCCCCGCCGTCGGGTCTGTCGCATGCTTCAGACATCTTGCGAAACGAAAGGCAGCGGACGCGGGACCTGCGTTACGTTCAACAGGACGT-CGTGCTCAGTCCTC 469
ACACCTGGCTCT-CTCGCCCTGACACCGCCTCCCTCGAATGCTTTCGGTATCTTGCGAAACGAAAGAATGCGAATGCGGGAGACGCGTTATCGTCGACAGGACGT-CGTGCTCAGTCCAC 469
GCGCGCCTGTCGGCCCTTGCGGGCGCCGACAGCAGTG-ACGCATTCCAGAACTTGCGCAACGCACGGCGGCTGGTCAGCGATACGCGTCATGCCCGGCAGCACGT-CGTGCTGAGCCCGC 463
GCGCGCCTGTCGGCCCTTGCGGGCGCCGACAGCAGTG-ACGCATTCCAGAACTTGCGCAACGCACGGCGGCTGGTCAGCGATACGCGTCATGCCCGGCAGCACGT-CGTGCTGAGCCCGC 463
GCGCGCCTGTCGGCCCTTGCGGGCGCCGACAGCAGTG-ACGCATTCCAGAACTTGCGCAACGCACGGCGGCTGGTCAGCGATACGCGTCATGCCCGGCAGCACGT-CGTGCTGAGCCCGC 463
GCGCGCACATCCGCCCTTGCGGGCGCCGACAGCAATG-ACGCATTCCAGAACTTGCGCAACGCACGGCGGCTGGTCAGCGAGATGCGTCATGCCCGGCAGCACGT-CGTGCTGAGCCCGC 463
GCGCGCACATCCGCCCTTGCGGGCGCCGACAGCAATG-ACGCATTCCAGAACTTGCGCAACGCACGGCGGCTGGTCAGCGAGATGCGTCATGCCCGGCAGCACGT-CGTGCTGAGCCCGC 463
GCGCGCACATCGGCCCTTGCGGGCGCCGACAGCAATG-ACGCATTCCAGAACTTGCGCAACGCACGGCGGCTGGTCAGCGAGATGCGTCATGCCCGGCAGCACGT-CGTGCTGAGCCCGC 463
GCGCACACATCGGCCCTTGCGGGCGCCGACAGCAGTG-ACGCATTCCAGAACTTGCGCAACGCACGGCAGCTGGTCAGCGATATGCGTCGTGCCAGGCAGCACGT-CGTGCTGAGCCCGC 463
ACGCGCACATCGGCCCTTGCGGGCACCGACAGCAGTG-ACGCATTCCAGAACTTGCGCAACGCCCGTCAGCTGGTCAGCGATATGCGTCATGCCCGGCAGCACGT-CGTGCTGAGCCCGC 463
ACGCGCACATCGGCCCTTGCGGGCGCCGACAGCAGTG-ACGCATTCCAGAACTTGCGCAACGCCCGGCGGCTGGTCAGCGATATGCGTCATGCCCGGCAGCACGT-CATGCTGAGCCCGC 463
GCCCGCGCATCTGCCACCGTGGGCGCCGACAGCAGTA-ATGCGTTCCAGAACTTGCGCAACGCACGGCGGCGGGTGAGCGACATGCGTCATGCGCGACAGCACGT-GGTGCTGAGCCCGC 463
ACGCCGATCGCCCGCGAACGCGACGGTGACTGCTGGA-GCCCCGTCCGCGCATTGCGGCGGGAGCGCCGGATGCAGGCGGAACTGCGT-GCATCCTCCGGTGCGGGCGTCCTGAGTCCGC 472
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* * * * * * ** * * * **** ** ** ** ** * * ** ** ** * *
GCACAGTAAGGTCTCTCGCCGCCAAGTCTCAGCGTCCAGAAGTGATCGAAAGACTGTCGACATTGAAACCTGGTGCGCTGGAAATCGAGAACGGCTTCCTCCCTGTGCGGTTGGAGCGAG 589
GCACACTAAAGGACCTCGCCAGCAATTCTCCGCGTCCAGAGCTGCTCACGAAATTATCACTCTTGAAACCTGGTGCGCTGGAAATCGAGAATGGCTTCCTCCCTGTACGGCTTGAAGGAA 589
GCCTGGTGAAATCGCTGACCAGCCGCTCCGAACGCCCGGACTTGATCCAGAAGCTCTCGGCGTTGAAGCCCGGCGCCCTGGATGTAGACAATGGATTTCTCCACGTAACCCTGGAAACCG 583
GCCTGGTGAAATCGCTGACCAGCCGCTCCGAACGCCCGGACTTGATCCAGAAGCTCTCGGCGTTGAAGCCCGGCGCCCTGGATGTAGACAATGGATTTCTCCACGTAACCCTGGAAACCG 583
GCCTGGTGAAATCGCTGACCAGCCGCTCCGAACGCCCGGACTTGATCCAGAAGCTCTCGGCGTTGAAGCCCGGCGCCCTGGATGTAGACAATGGATTTCTCCACGTAACCCTGGAAACCG 583
GTCTGGTGAAATCGCTGACCAGCCGATCCGAACGCCCGGACTTGATCCAGAAGTTATCGGCGTTGAAGCCAGGCGCCCTGGATGTAGACACTGGTTTTCTCAAGGTGACGCTGGAAACCG 583
GTCTGGTGAAATCGCTGACCAGCCGATCCGAACGCCCGGACTTGATCCAGAAGTTATCGGCGTTGAAGCCAGGCGCCCTGGATGTAGACACTGGTTTTCTCAAGGTGACGCTGGAAACCG 583
GTCTGGTGAAATCGCTGACCAGCCGATCCGAACGCCCGGACCTGATCCAGAAGTTATCGGCGTTGAAGCCAGGCGCCCTGGATGTAGACACTGGTTTTCTCCAGGTGACGCTGGAAACCG 583
GTCTGGTGAAATCGCTGACCAGCCGATCCGAACGCCCGGACTTGATCCAGAAGCTCTCGGCGTTGAAGCCCGGCGCCTCGGATGTAGATGGTGGGTTTCTCCACGTGACGCTGGAAACCG 583
GCCTGGTGAAATCGCTGACCAGCCGATCCGAACGCCCGGACTTGATCCAGAAGCTATCGGCGTTGAAGCCCGGCGCCCTGGATGTAGACAGTGGGTTTGTCCGCGTGACGCTGGAAACCG 583
GCCTGGTGAAATCGCTGACCAGCCGATCCGAACGCCCGGACTTGATCCAGAAGCTATCGGCGTTGAAGCCCGGCGCCCTGGATGTAGACAGTGGGTTTGTCCGCGTGACGCTGGAAACCG 583
GTTTGGTGAACTCGCTGACCAGCCGATCCGAACGCCCGGACTTGATTCTCAAACTATCGGCCTTGAAGCCCGGCGCGTTGGATGTGGACGGCGGCTTTCTCCAGGTGACACTGGGAACCC 583
ACGTGGTGCATTCCATGGGCAGCCCGCCCG---GCTGGGAAGCGC------GGCTGGCGGCGCTGAAGCCGGGCGCGGCCGAGGTGCAGCAGGGGTTCGAGCGGGTCGATCTCGACACGG 583
.......490.......500.......510.......520.......530.......540.......550.......560.......570.......580.......590.......600

* * *** * **** ***** **** ** ** ** ** *** * ** * ** * * * * **
CCCACGACAGCGATCCTCGAACCCTTCAGGGCATG-CGGCCGATCGGCAGTGGCGCTTCCGGGTCGGCCTATGCTGTGCGGCTGGCTGAAGATTTCTGGCGTGCTGGAGAGAATTGCGGG 708
CGCACAACGGCGACACCCAAAACCTCAAGGACATG-CAGCCACTCGGAAAAGGCGCTTCCGGGCGAGCCTATGCTGTGCGTCTGGCTGAGGATTTCTGGCGTGGCGAAGAAAATTGCGGG 708
GGCACGCAGGCACTGCAGGAACGCTGGACGCCATG-CCCACCGTCGGCACCGGCGCATCCGCCTCGACCTACGCGGTGCGGCTGGCCGAAGATCTTTGGCAGGGCGGGCAAAATTGCGGA 702
GGCACGCAGGCACTGCAGGAACGCTGGACGCCATG-CCCACCGTCGGCACCGGCGCATCCGCCTCGACCTACGCGGTGCGGCTGGCCGAAGATCTTTGGCAGGGCGGGCAAAATTGCGGA 702
GGCACGCAGGCACTGCAGGAACGCTGGACGCCATG-CCCACCGTCGGCACCGGCGCATCCGCCTCGACCTACGCGGTGCGGCTGGCCGAAGATCTTTGGCAGGGCGAGCAAAATTGCGGA 702
GGCACGCAGGCACTGCAGGAACGCTGGACGCCATG-CCCACCGTCGGCACCGGCGCATCCGCCTCAACCTACGCGGTGCGGCTGGCCGAAGATCTCTGGCAGGGCGAGCAACATTGCGGA 702
GGCACGCAGGCACTGCAGGAACGCTGGACGCCATG-CCCACCGTCGGCACCGGCGCATCCGCCTCAACCTACGCGGTGCGGCTGGCCGAAGATCTCTGGCAGGGCGAGCAACATTGCGGA 702
GGCACGCCGGCACTGCAGGCACGCTGCACGCAATG-CCCACCGTCGGCACCGGCGCCTCCGCCTCGACCTACGCGGTGCGGCTGGCCGAAGATCTCTGGCAGGGCGGGCAACATTGCGGC 702
GACACGCAGGCACTGCAGGAACGCTGGACGCCATG-CCAACCGTCGGCACCGGCGCATCCGCCTCGACCTACGCGGTGCGGCTGGCCGAAGATCTTTGGCAGGGCGGGCAAAATTGCGGA 702
GGCACACAGGCACTGCAGGAATGCTGGACGCAATG-CCAACCGTCGGCAGCGGCGCATCCGCCTCGACCTACGCGGTTCGGCTGGCCGAAGATCTTTGGCAGGACGGGCAAAATTGCGGA 702
GGCACACAGGCAGTGCAGGAACGCTGGACGCAATG-CCAACCGTCGGCAGCGGCGCATCCGCCTCGACCTACGCGGTTCGGCTGGCCGAAGATCTTTGGCAGGACGGGCAAAATTGCGGA 702
GGTACGCAGGCCCTGCAGAAACGCTGCACACCATG-CCAACCGTCGGCATAGGCGCGTCCGCCTCGACATACGCGGTTCGGCTGACCGAAGATCTCTGGCAGGGCGGAGAAAATTGCGGA 702
CCTGGGACGG-GCCGGACGCTGCCGGACCCGCATGGCAGCGCATCGGGGGCGGCGCGTCCGGCGAGGTATATGCCGTCCGGCTGGCAAGAAATTTCATGCAGGGCGGAGAGGACCATGGA 702
.......610.......620.......630.......640.......650.......660.......670.......680.......690.......700.......710.......720
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** * *** * ***** ** ** * * ** ** * ** * ** * * * * * *
CGGGACTTCGTCTTCAAAGCAATGTTGTGCCCGGATCCCCAAAAGCCGATTCCATGCGACTTGTATACCTCGCACCT---GCAGGATATATCAAATCCAAAGGAGGTGGTCTCGTTGGAA 825
CGGGACTTTGTCTTCAAGGCGATGTTGAACACAGACCCCAAAAATCCGATCCCGACCAACTTGTACGACAAGTACTTCCAGCAGGATGCGTCCGATCCGAAGGACCCTGTCTCGCTGCAC 828
CGCGACTTCATCTTCAAGGCCTTGTTGCGCACCGACCCGCAACGGCCGATCCCGCCGACATTGTGCGACCCTGCCACCGCTGCAGACGCACCGGCGCTGCAGCAACGGGTCGCTGAGCGC 822
CGCGACTTCATCTTCAAGGCCTTGTTGCGCACCGACCCGCAACGGCCGATCCCGCCGACATTGTGCGACCCTGCCACCGCTGCAGACGCACCGGCGCTGCAGCAACGGATCGCTGCGCGC 822
CGCGACTTCATCTTCAAGGCCTTGTTGCGCACCGACCCGCAACGGCCGATCCCGCCGACATTGTGCGACCCTGCCACCGCTGCAGACGCACCGGCGCTGCAGCAACGGGTCGCTGAGCGC 822
CGCGACTTCATCTTCAAGGCCTTGTTGTGCACGAACCCGCAACGGCCGATCCCACTGACACTGTACGACCCTGCCACCGTTGCAGACGCACCGACGCTGCAGGAACGGATCGCTGAGCGC 822
CGCGACTTCATCTTCAAGGCCTTGTTGTGCACGAACCCGCAACGGCCGATCCCACTGACACTGTACGACCCTGCCACCGTTGCAGACGCACCGACGCTGCAGGAACGGATCGCTGAGCGC 822
CGCGACTTCATCTTCAAGGCCTTGTTGTGCACGGACCCGCAACGGCCGATCCCACCGACACTGTGCGACCCTGCCACCGTTGCAGACGCACCGACGCTGCAGGAGCGGATCGCCGAGCGC 822
CGTGACTTCATCTTCAAGGCCTTGTTGCGCACCGACCCGCAACCACCGACCCCACCGATACCGGGCGACCCCACTTCGGTTGCAGACGCACAGGCGCTGCAGCAACACATCGCTGCGCGC 822
CGCGCCTTCATCTTCAAGGCCTTGTTGCGCACCAACCCGCAACAGCCGGCCCCACCGACACTGGGCCACCCCACCTGCGTTGTAGACGCACAGGCGCTGCAGCAACGGATCGCTGCGCGC 822
CGCGCCTTCATCTTCAAGGCCTTGTTGCGCACCAACCCGCAACAGCCGGCCCCACCGACACTGGGCGACCCCACCTGCGTTGTAGACGCACAGGCGCTGCAGGAACGGATCGCTGCGCGC 822
CGCGACTTCATCTTCAAGGCCTTGTTGTGCACAAATCCGCAACAGCCGATCCCACCGACCTTCGGCGGCGCTCACACCGTTGCAGACGCACCGGCGCTGCAGCAACGGATCGCTGCGCGC 822
CGAGACTTCGTGTTCAAGGCCATGCTCTCGCTCGATCCCGAAGACCGTCTGCCACCGCGGCTGCATG-CGCAGGCGCC--GCAGGATGGCGAGGGCCTCCGGCAAGCCATAGCGGCGCAC 819
.......730.......740.......750.......760.......770.......780.......790.......800.......810.......820.......830.......840

* ** * ** * ** * *** * * * * ** * * * ** * ** ******* * ** ** * ** ***
AAAGCCAAGATATACAAGGAATATCAGATGACGGTCTCGCTGGATGCAGGGTCTCGGGTCATGCGCGCGTACGGTCTAGTGCAGATCGATAATGTATTCGGAATACTACTGGAAAAGATC 945
GAAGCCAACATCTACAGGGAGTATCAGATGACCGTGTCGCTGGATGAGCGGTCTCGTATCATGCGTGCCTACGGCCTGGTGCAGATCGACGATGTATTCGGCATATTGCTTGAAAAAATC 948
AAAGCCATGATCTTCCAGGAGTATCAAATGATCAGGTCGGTGGATGCAGTGCCGTATATCGTGCGCGCCCACGGCGTGGTGCAGATCGAACACACCTTCGGCATTTTGCTGGAGAAAATC 942
AAAGCCATGATCTTCCAGGAGTATCAAATGATCAGGTCGGTCGATGCAGTGCCGTATATCGTGCGCGCCCACGGCGTGGTGCAGATCGAACACACCTTCGGCATTTTGCTGGAGAAAATC 942
AAAGCCATGATCTTCCAGGAGTATCAAATGATCAGGTCGGTGGATGCAGTGCCGTATATCGTGCGCGCCCACGGCGTGGTGCAGATCGAACACACCTTCGGCATTTTGCTGGAGAAAATC 942
AGAGCCATGATCTTCCAGGAGTATCAAATGATCAGGTCGGTGGATGCAGTGCCGTATATCGTCCACGCCCATGGCGTGGTGCAGATCGAACATACCTTCGGAATTTTGCTGGAGAAAATC 942
AGAGCCATGATCTTCCAGGAGTATCAAATGATCAGGTCGGTGGATGCAGTGCCGTATATCGTCCACGCCCATGGCGTGGTGCAGATCGAACATACCTTCGGAATTTTGCTGGAGAAAATC 942
AAAGCCATGATCTTCCAGGAGTATCAAATGATCAGGTCGGTCGATGCGGTGCCGTATATCGTCCATGCCCATGGCGTGGTGCAGATCGAACACACCTTCGGAATTTTGCTGGAGAAAATC 942
AAAGCCATGATCTTCCAGGAGTATCAAATGATCAGGTCGGTGGATGCGGTGCCGTATATCGTCCGCGCCCACGGCGTGGTGCAGATCGAACACACCTTCGGAATTTTGCTGGAGAAAATC 942
AAGGCCATGATCTTCCAGGAATATCAAATGATCAGGTCGGTCGATGCGGTGCCCTATATCGTCCGCGCCCACGGCTTGGTGCAGATCGAACACACCTTCGGAATTTTGCTGGAAAGAATC 942
AAGGCCATGATCTTCCAGGAATATCAAATGATCAGGTCGGTCGATGCGGTGCCCTATATCGTCCGCGCCCACGGCGTGGTGCAGATCGAACACACATTCGGAATTTTGCTGGAAAAAATC 942
AAGGCAATGATTTTCCAAGAGTATCAAATACTCAGGTCGGTAGATGCGGTGCCCTATATCGTCCGCGCCCATGGCGTGGTGCAGATCGAAGACGCATTCGGGATTCTGCTGGAGAAAATC 942
ACGGACCGCATCCACCAGGAGTTCCAGGTGGCCATCTCGCTGCGGGGAACGTCCCAGGTCATGCAGGTGCGCGGGCTCGTCCAGATCGGGAGCCGGCTGGGCATCCTGTCGGAGCGGATC 939
.......850.......860.......870.......880.......890.......900.......910.......920.......930.......940.......950.......960
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X. gardneri str. JS749-3

X. euvesicatoria str. 85-10
X. perforans str. 91-118

X. alfalfae str. GEV-Rose-07
X. axonopodis str. Xac29-1

X. fuscans subsp. fuscans str. 4834-R
X. vasicola str. NCPPB 1060

X. oryzae pv. oryzicola BLS256

X. bromi isolate LMG947
Acidovorax avenae subsp. avenae ATCC 19860

ruler

X. campestris str. NCPPB4346

X. citri subsp. citri str. jx4

X. fragariae isolate Fap21
X. gardneri str. JS749-3

X. euvesicatoria str. 85-10
X. perforans str. 91-118

X. alfalfae str. GEV-Rose-07
X. axonopodis str. Xac29-1

X. fuscans subsp. fuscans str. 4834-R
X. vasicola str. NCPPB 1060

X. oryzae pv. oryzicola BLS256

X. bromi isolate LMG947
Acidovorax avenae subsp. avenae ATCC 19860

ruler

X. campestris str. NCPPB4346

X. citri subsp. citri str. jx4

X. fragariae isolate Fap21
X. gardneri str. JS749-3

X. euvesicatoria str. 85-10
X. perforans str. 91-118

X. alfalfae str. GEV-Rose-07
X. axonopodis str. Xac29-1

X. fuscans subsp. fuscans str. 4834-R
X. vasicola str. NCPPB 1060

X. oryzae pv. oryzicola BLS256

X. bromi isolate LMG947
Acidovorax avenae subsp. avenae ATCC 19860

ruler

X. campestris str. NCPPB4346

* * * * * *** ** * ** ** ** *** * ** ******** ** ********* * ** *** * * ** * ** * ** ** **
GTCTCATGCTGTGAAGACATGGGAATCGTGCACCAGGACATTTCGCACAACAACGTCATGTACGACGAACCCGGAAAAATGTTCCGGCTGATCGATATGGGGCTAGGTGGAGAGGAGGGA 1185
TTATCCTGTTGTGAAGACATGGGAATCGTTCACCAAGACGTTTCGCACAACAACGTCATGTACGACGGATCCAAGAAAATGTTCCGGCTGATCGACTTTGGCCTGGGTGAAGAAGAAGGT 1188
ATCGCCTGCTGCGAAGACGCCGGCATCGTGCATCAGGACATCTCGCACAACAACGTCATGTACGACCAACCCATGAAGATCTTCCGGCTGATCGACATGGGGCTCGGCGCAGAAGAAGGC 1182
ATCGCCTGCTGCGAAGACGCCGGCATCGTGCATCAGGACATCTCGCACAACAACGTCATGTACGACCAACCCATGAAGATCTTCCGGCTGATCGACATGGGGCTCGGCGCAGAAGAAGGC 1182
ATCGCCTGCTGCGAAGACGCCGGCATCGTGCATCAGGACATCTCGCACAACAACGTCATGTACGACCAACCCATGAAGATCTTCCGGCTGATCGACATGGGGCTCGGCGCAGAAGAAGGC 1182
ATCGCCTGCTGCGAAGACGCCGGCATCGTGCATCAGGACATCTCGCACAACAACGTCATGTACGACCAACCCACCAAGATCTTTCGGCTGATCGACATGGGGCTCGGTTCAGAGGAAGGC 1182
ATCGCCTGCTGCGAAGACGCCGGCATCGTGCATCAGGACATCTCGCACAACAACGTCATGTACGACCAACCCACCAAGATCTTTCGGCTGATCGACATGGGGCTCGGTTCAGAGGAAGGC 1182
ATCGCCTGCTGCGAAGACGCCGGCATCGTGCATCAGGACATCTCGCACAACAACGTCATGTACGACCAACCCACCAGGATCTTTCGGCTGATCGACATGGGACTCGGCGCAGAGGAAGGC 1182
ATTGCCTGCTGCGAAGACGCCGGCATCGTGCATCAGGACATCTCGCACAACAACGTCATGTACGACCAACCCATGAAGATCTTTCGGCTGATCGACATGGGGCTCGGCTCAGAAGAAGGC 1182
ATTGCCTGCTGCGAAGACGCCGGCATCGTGCATCAGGACATCTCGCACAACAACGTCATGTACGACCAACCCATGAAGATCTTTCGGCTGATCGACATGGGGCTCGGCGCAGAAGAAGGC 1182
ATTGCCTGCTGCGAAGACGCCGGCATCGTGCATCAGGACATCTCGCACAACAACGTCATGTACGACCAACCCATGAAGATCTTTCGGCTGATCGACATGGGGCTCGGCGCAGAAGAAGGC 1182
ATCGCCTGTTGCGAAGACGCCGGCATCGTGCATCAGGACATCTCGCACAACAATGTCATGTACGACCAACCCATGAAGACCTTTCGGCTTATCGACATGGGGCTCGGCTCGGAGGAAGGC 1182
CTCGCGCGGTTCCACGACGAAGGCGTGGTCCACCAGGACATCTCCCACAACAACGTGATGTACGACCGGCAGCGCGGCATGTTCCGGTTGCTGGACATGGGGCAGGGCGCAGAGCCGGGC 1179
......1090......1100......1110......1120......1130......1140......1150......1160......1170......1180......1190......1200

* ** ***** * ** * ** * * * * * * ** ** ** * ** ** * ** *** * * **
GAGCCCCCTCGTGCCGGCACGCCAGGATATATCGATATGTCTTC-----------ACCAGCGAGCC----ATGCGCGGGATGTCTACAGCGTGGCCCAGCTCCTCGTGTATTTTTTGAAA 1290
GAGCCCGTAAGGTATGGCACGCCCGGCTTTATCGAGGCAAATCCGCAGGCCACTGACCGGCTGGCCTCTCATCCACGGGATGTCTACAGCGCTGCTCAGCTCCTGGTGCATTTTATCAAA 1308
GACCCTAACCGCGGCGGCACACCGGGCTTCTACGACTTGAGCAC-----------CCCTGCCAGGC----ATGCGCGCGACGTCTACAGCGTGGCGCAATTGCTGGTGCATGTGCTCAAG 1287
GACCCTAACCGCGGCGGCACACCGGGCTTCTACGACTTGAGCAC-----------CCCTGCCAGGC----ATGCGCGCGACGTCTACAGCGTGGCGCAATTGCTGGTGCATGTGCTCAAG 1287
GACCCTAACCGCGGCGGCACACCGGGCTTCTACGACTTGAGCGC-----------CCCTGCCAGGC----ATGCGCGCGACGTCTACAGCGTGGCGCAATTGCTGGTGCATGTGCTCAAG 1287
GACCCTAACCGCGGCGGCACACCGGGCTTTTACGACTTGAGCAC-----------CCCCGCCAGGC----ATACGCGCGACGTCTACAGCGTGGCGCAACTGCTGGTGCATGTGCTCAAG 1287
GACCCTAACCGCGGCGGCACACCGGGCTTTTACGACTTGAGCAC-----------CCCCGCCAGGC----ATACGCGCGACGTCTACAGCGTGGCGCAACTGCTGGTGCATGTGCTCAAG 1287
GACCCAAACCGCGGCGGCACACCGGGCTTCTACGACTTGAGCAC-----------CCCTGCCAGGC----ATGCGCGCGACGTCTACAGCGTGGCGCAACTGCTGGTGCATGTGCTCAAG 1287
GACCCTAACCGCGGCGGCACACCGGGCTTTTACGACTTGAGCAG-----------CCCTGCCAGGC----ATGCGCGCGACGTTTACAGCGTGGCGCAACTGCTGGTGCATGTTCTCAAG 1287
GACCCAAACCGCGGCGGCACACCGGGGTTTTACGACTTGAGCAG-----------CCCCGCCAGGC----ATGCGCGCGACGTCTACAGCGTGGCGCAACTGCTGGTGCATGTGCTCAAG 1287
GACCCAAACCGCGGCGGCACACCGGGGTTTTACGACTTGAGCAG-----------CCCCGCCAGGC----ATGCGCGCGACGTCTACAGCGTGGCGCAACTGCTGGTGCATGTGCTCAAG 1287
GATCCCAACCGCGGTGGCACACCAGGCTTTTTCGACGTGAGCAG-----------CCCCGCCAGGC----ATACGCGCGACGTCTACAGCGTGGCCCAACTGCTCGTGCATGTTCTCAAG 1287
GGCCCGAGGGCGCAGGGCACTGCAGGCTACATGGACATGCACGC---------CGCTCGGGCGGAC---CACCGCAGCGACGTGTATGCGGCGGCCCAGTTGCTGGTGCGCCTGCTCAAG 1287
......1210......1220......1230......1240......1250......1260......1270......1280......1290......1300......1310......1320

* ** * ** ** ** * * * ** ** ** *** * * ** ** *
CATCCCGATTACCAGATGGGCTATATCGGGATTTTCAATGAAACGTCGGAGGAGAAATTCCCGTTCATGGAAGCGTTGAAAAAAAATCTGCCATTCGAAAGCAAAAGAGAAGTCATCCGC 1410
TGCCCGACTCACGACATGGGTTTTACGGGAATCTTCAGGGCGAAGACAGAAGAAGATTTCCCGTTCATGGATGCGCTGAAACAG---CTATCCTTGAAAGACAGGGAAGAGATCGTCCGT 1425
CGCCCCGACTACAACATGGGCATGATCGGGATCAATCGCGCCAAGACCGCAGACACCTTCCCCTTCATGGATGCGTTGCAGGCT---CTCCCGGCCGACCACAAGCGCATTGTGGTCCGC 1404
CGCCCCGACTACAACATGGGCATGATCGGGATCAATCGCGCCAAGACCGCAGACACCTTCCCCTTCATGGATGCGTTGCAGGCT---CTCCCGGCCGACCACAAGCGCATTGTGGTCCGC 1404
CGCCCCGACTACAACATGGGCATGATCGGGATCAATCGCGCCAAGACCGCAGACACCTTCCCCTTCATGGATGCGTTGCAGGCT---CTCCCGGCCGACCACAAGCGCATTGTGGTCCGC 1404
CGCCCCGACTACAACATGGGCATGATCGGGATCAATCGCCCCAAGACCGCAGACACCTTTCCCTTCATGGATGCGTTGCAGGCC---CTCCCCGCAGACCACAAGCGCACGGTGGTCGGC 1404
CGCCCCGACTACAACATGGGCATGATCGGGATCAATCGCCCCAAGACCGCAGACACCTTTCCCTTCATGGATGCGTTGCAGGCC---CTCCCCGCAGACCACAAGCGCACGGTGGTCGGC 1404
CGCCCCGACTACAACATGGGCATGATCGGGATCAATCGCACCAAGACTGCAGACACCTTCCCCTTCATGGATGCGTTGCAGGCT---CTCCCGGCCGACCACAAGCGCACGGTGGTCCAC 1404
CGCCCCGGCTACAACATGGGCATGATCGGGATCAATCGCGCCAAGACCGCAGACAGCTTCCCCTTCATGGATGCGTTGCAGGCT---CTCCCCGACGACCACAAGTGCACGGTGGTCCGC 1404
CGCCCCGACTACAACATGGGCATGATCGGGATCAATCGCGCCAAGACCGCAGACACCTTCCCTTTCATGGAAGCGTTGCAGGCG---CTGCCGGCCGACCACAAGCGCATGGTGGTGCGC 1404
CGCCCCGACTACAACATGGGCATGATCGGGATCAATCGCGCCAAGACCGCAGACACCTTCCCTTTCATGGAAGCGTTGCAGGCT---CTGCCGGCCGACCACAAGCGCATGGTGGTCCGC 1404
CGCCGCGACTACAACATGGGCATGATCGGGATCAATCGCGCGAAGACCGCAGAAACGTTCCCTTTCATGGATCCGTTGCATGCA---CTGCCGGCCGACCACAAGCGCAACGTGGTCCGC 1404
ACGCCAGCGTACCGTCTTGGCATGGCGGGCATGTCCGGATCGCGGACCGTGGAGGACTTTCCGTTCGCGCCGGCATTGAGGGCG---CTCGTGCCCGGCCGGCTGGACGCGGCGGTGCGG 1404
......1330......1340......1350......1360......1370......1380......1390......1400......1410......1420......1430......1440

X. citri subsp. citri str. jx4

X. fragariae isolate Fap21
X. gardneri str. JS749-3

X. euvesicatoria str. 85-10
X. perforans str. 91-118

X. alfalfae str. GEV-Rose-07
X. axonopodis str. Xac29-1

X. fuscans subsp. fuscans str. 4834-R
X. vasicola str. NCPPB 1060

X. oryzae pv. oryzicola BLS256

X. bromi isolate LMG947
Acidovorax avenae subsp. avenae ATCC 19860

ruler

X. campestris str. NCPPB4346

* ** * * ** * ** ** ** ** * * * ** ** * ** * * * * ** **** ** ** ** ** * *
AAAGGCATCACCGTCGGCAACTTTATTGCTCGCGCAGGCCCGGCATTGGAGCAAGGGAGGATCACTGCGTCAGACTATCTCGCCGTGGGACGGCAACTGATGGCCGATGTTCTGATCGCT 1065
AACGGCATCACTGTCGGCAATCTGATCAAGCGCGCACGCCCGGCATTGCAGCAAGGGATGATCGCTGCGCCAGAGTATCTCGACGTGGCACGGCAACTGATAGCCGATGTCCTGATCGCC 1068
GACGGCATCAGCGTGCGCAGCATGATTGGCCGCGCACGCACAGCGCTGCAGCAAGGCGCCATCAGCGCAATGGAGTATCTCGGCCTGGCCCGGCAGCTGATGGCCGACGTACTGGTGGGG 1062
GACGGCATCAGCGTGCGCAGCATGATTGGCCGCGCACGCACAGCGCTGCAGCAAGGCGCCATCAGCGCAATGGAGTATCTCGGCCTGGCCCGGCAGCTGATGGCCGACGTACTGGTGGGG 1062
GACGGCATCAGCGTGCGCAGCATGATTGGCCGCGCACGCACAGCGCTGCAGCAAGGCGCCATCAGCGCAATGGAGTATCTCGGCCTGGCCCGGCAGCTGATGGCCGACGTACTGGTGGGG 1062
GACGGCATCAGCGTGCGCAGCATGATTGGCCGCGCACGCCCGGCGCTGCAGCAAGGCGCCATCAGCGCAATGGAGTATCTCGGCCTGGCCCGGCAGCTGATGGCCGATGTACTGGTGGGC 1062
GACGGCATCAGCGTGCGCAGCATGATTGGCCGCGCACGCCCGGCGCTGCAGCAAGGCGCCATCAGCGCAATGGAGTATCTCGGCCTGGCCCGGCAGCTGATGGCCGATGTACTGGTGGGC 1062
GACGGCATCAGCGTGCGCAGCATGATTGGCCGCGCACGCACAGCGCTGCAGCAAGGCGCCATCAGCGCAATGGAGTATCTCGGCCTTGCCCGGCAGCTGATGGCCGATGTACTGGTGGGC 1062
GACGGCATCAGCGTGCGCAGCATGATTGCCCGCGCACGCACAGCGCTGCAGCAAGGCGCCATCAGCGCCATGGAGTATCTCGCCCTGGCCCGGCAGCTGATGGCCGATGTACTGGTGGGC 1062
GACGGCATCAGCGTGCGCAGCATGATTGGCCGCGCACGCAGAGCGCTGCAACAAGGCGCCATCACCGCAATGGAGTATCTCGGCATGGCCCGGCAGCTGATGGCCGATGTCCTGGTGGGG 1062
GACGGTATCAGCGTGCGCAGCATGATTGGCCGCGCACGCAAAGCGCTGCAGCAAGGCGCCATCACCGCAATGGAGTATCTCGGCCTGGCCCGGCAGCTGATGGCCGATGTCCTGGTGGGG 1062
GACGGCATCAGCGTGCGCAGCCTAATTGGCCGCGCACGCGCAGCGCTGCAGCAAGATGCCATCACCGCACTGGACTATCTCGGTCTGGCCCGGCAGCTGATGGCTGATGTTCTGGTAGGG 1062
GACGGCGTGCCGGCCGGCGAACTGATCGGCGAGGCCTCGTATGCCCTGGAAGACGGCGACGTCGCAGCGCCGGCGCATATGGAGATGGCGCGCACCATGATCGCGGACGTGCTCATCGCC 1059
.......970.......980.......990......1000......1010......1020......1030......1040......1050......1060......1070......1080



X. citri subsp. citri str. jx4

X. fragariae isolate Fap21
X. gardneri str. JS749-3

X. euvesicatoria str. 85-10
X. perforans str. 91-118

X. alfalfae str. GEV-Rose-07
X. axonopodis str. Xac29-1

X. fuscans subsp. fuscans str. 4834-R
X. vasicola str. NCPPB 1060

X. oryzae pv. oryzicola BLS256

X. bromi isolate LMG947
Acidovorax avenae subsp. avenae ATCC 19860

ruler

X. campestris str. NCPPB4346

X. citri subsp. citri str. jx4

X. fragariae isolate Fap21
X. gardneri str. JS749-3

X. euvesicatoria str. 85-10
X. perforans str. 91-118

X. alfalfae str. GEV-Rose-07
X. axonopodis str. Xac29-1

X. fuscans subsp. fuscans str. 4834-R
X. vasicola str. NCPPB 1060

X. oryzae pv. oryzicola BLS256

X. bromi isolate LMG947
Acidovorax avenae subsp. avenae ATCC 19860

ruler

X. campestris str. NCPPB4346

** **** ***** * * * ** *** ** ***** * * ** * * * ** * **
TTTCTCAATCGCATGATTTCCATAGATGCCAATGGTCGTGCCAGGGCGGAGGATTTGCTGCTGGACTCGTTTATCAATGACCCGACGATTCCGCTACGGAATCATGTCCATGCAACCTAT 1530
TTTTTCAACCGCATGATTACCCCAAAGGAGAACGGCGGCGCCACGGCAGAGGATTTGCTGAAGGACCCGTTCCTCAACGCCGCCGCGATAGGGCCCCGGGACAATGTCCATGCAACTCTC 1545
TTCTTCAACAGCATGCTGGACGACGGAACCGGCGAGCGCACCAAGGCAGAGAGACTGCTGCGCGACCCCTTTTTCACCGAACCGCCGCTCCCGCCCCGTGATCGGATGCACCGCACCTAC 1524
TTCTTCAACAGCATGCTGGACGACGGAACCGGCGAGCGCACCAAGGCAGAGAGACTGCTGCGCGACCCCTTTTTCACCGAACCGCCGCTCCCGCCCCGTGATCGGATGCACCGCACCTAC 1524
TTCTTCAACAGCATGCTGGACGACGGAACCGGCGAGCGCACCAAGGCAGAGAGACTGCTGCGCGACCCATTTTTTACCGAACCGCCGCTCCCGCCCCGTGATCGGATGCACCGCACCTAC 1524
TTCTTCAACAGCATGCTGGACGACGGAACCGGCGAACGCACCAAGGCCGAGAGACTGCTGCGCGCCCCCTTTTTCCCCGAACCGCCGCTCCCGCCCCGTGATCGGATGCATCGCACCTTC 1524
TTCTTCAACAGCATGCTGGACGACGGAACCGGCGAACGCACCAAGGCCGAGAGACTGCTGCGCGCCCCCTTTTTCACCGAACCGCCGCTCCCGCCCCGTGATCGGATGCATCGCACCTTC 1524
TTCTTCAACAGCATGCTGGACGACGGAACCGGCGAGCGCACCAAGGCCGAGATCCTGCTGCGCGACCCCTTTTTCACCGAACCGCCGCTCCCTCCCCGTGATCGGATGCATCGCACCTAT 1524
TTCTTCAACAGCATGCTGGACGATGGAACCGGCCAGCGCACCAAGGCGGAGACCTTGCTGCGCAACCCCTTTTTCACCCAACAGCCGCTCCCGCCCCGTGATCGGATGCATCGCACCTAC 1524
TTCTTCAACAGCATGCTGGACGATGGAACCGGCGAGCGCACCAAGGCCGAGGTCTTGCTGCGCGCCCCCTTTTTCACCGAAACGCCGCTTCCGCCCCGTGCTCGGATGCATCGCACCTAC 1524
TTCTTCAACAGCATGCTGGACGATGGAACCGGCGAGCGCACCAAGGCCGAGGTCTTGCTGCGCGACCCCTTTTTCACCGAAACACCGCTTCCGCCGCGTGCTCGGATGCATCGCACCTAC 1524
TTCTTCAACCGCATGCTGAACGATGGAACGGGCAAGCGCACCAAGGCCGAAATCTTGCTGCGCGACCCCTTTTTCACCGAAACGCCGCTCCCGACCCGGGACCGGATTCATCGCACCTAC 1524
TTCATCAACCGCATGATCGGCCGGCAACCGGACGCCCGCAGCACGGCCGAGGAGCTGCTGGGCGACCCGTTCCTGCAGGA------GCTGGAGCCCCGCGCATTGACGCGTGCCACGGTG 1518
......1450......1460......1470......1480......1490......1500......1510......1520......1530......1540......1550......1560

* ** * *
AAAAA---ACTGGCTTGA------------------ 1545
GAAAA---ATTGACCTGA------------------ 1560
GAAAA---ACTGAAGCGCTTGCCTTCTTTTTAG--- 1554
GAAAA---ACTGAAGCGTTTGCCTTCTTTTTAG--- 1554
GAAAA---ACTGAAACGCCTGCCTTCTTTTTAG--- 1554
GAAAA---ACTGACGCGCTTGCCTTCTTTTTAG--- 1554
GAAAA---ACTGACGCGCTTGCCTTCTTTTTAG--- 1554
GAAAA---ACTGAAGCGCTTGCCTTCTTTTTAG--- 1554
GAAAA---ACTAAGGCGCTTGCCTTCTTTTTAG--- 1554
GAAAA---ACTGAAGCGCGTGCCTTCTTTTTAG--- 1554
GAAAA---ACTGAAGCGCGTGCCTTCTTTTTAG--- 1554
GAAAA---ATTGAAGCGCTTGCCTTCTTTTTAG--- 1554
GAGAAGGTACTGAACCCCGAAACGCCGCCGGGATGA 1554
......1570......1580......1590......


