HLADB.REPORT_SAMPLE HLADB.GENOTYPEANNOTATION
FF * REPORTID NUMBER F * REPORTID NUMBER
FF * SAMID NUMBER F * SAMID NUMBER

GL_STRING VARCHAR?2 (6000 BYTE) / * ANNOTATION  VARCHAR? (800 BYTE)

CREATE_TIME  DATE CREATE_BY NUMBER

CREATE_BY NUMBER CREATE_TIME  DATE

MODIFY_TIME  DATE MODIFY_BY NUMBER

MODIFY_BY NUMBER MODIFY_TIME ~ DATE

RiRERsEonN N (S AT = GENOTYPEANNOTATION_FK1 (REPORTID)
@ REPORT_SAMPLE_CON (REPORTID, SAMID) % GENOTYPEANNOTATION_FK2 (SAMID)

£ REPORT_SAMPLE_FK (REPORTID)
£ REPORT_SAMPLE_SAM (SAMID)

4 REPORT_SAMPLE_CON (REPORTID, SAMID)

HLADB.SAMPLE_TYPING
UF * REPORTID NUMBER
UF* SAMID NUMBER
* HLATYPING VARCHAR? (80 BYTE)
ALIGN_REF_DB VARCHAR2 (100 BYTE)
BC_REF_DB VARCHAR2 (100 BYTE)
CONSENSUS_SEQUENCE ~ VARCHAR2 (2000 BYTE)
* FEATURE NUMBER
* LOCUS_NAME NUMBER
MEANREADDEPTH NUMBER (9,3)
DATAFILELOC VARCHAR?2 (300 BYTE)
PHASINGGROUP NUMBER (5)
NOVELPOLYMORPHISM  VARCHAR2 (30000 BYTE)
CON_SEQ CLOB
CREATE_BY NUMBER
CREATE_TIME DATE
MODIFY_TIME DATE
MODIFY_BY NUMBER
U UK_LOC VARCHAR? (30 BYTE)
GENOTYPEANNOTATION  VARCHAR2 (300 BYTE)
SPOSITION NUMBER
FEATURENUMBER VARCHAR? (80 BYTE)
P * CONSEQ_ID NUMBER
PROCESSED CHAR (1 BYTE)
i SAMPLE_TYPING_PK (CONSEQ_ID)
& SAMPLE_TYPING_UK1 (REPORTID, SAMID, UK_LOC)
3 SAVMPLE_TYPING_FK (REPORTID, SAMID)
4 SAMPLE_TYPING_UK (CONSEQ_ID)
& SAMPLE_TYPING_UK1 (REPORTID, SAMID, UK_LOC)

HLADB.NOVELPOLY

REFTYPE VARCHAR?2 (5 BYTE)
REFSEQ VARCHAR2 (210 BYTE)
CONSEQ VARCHAR?2 (210 BYTE)
START_POS NUMBER
END_POS NUMBER
FID VARCHAR2 (10 BYTE)
FEATURE_START  NUMBER

P * NOVID NUMBER

F * CONSEQ_ID NUMBER
ALN_START NUMBER
ALN_END NUMBER

z= NOVELPOLY_PK (NOVID)

% NOVELPOLY_FK (CONSEQ_ID)

< NOVELPOLY_IDX1 (CONSEQ_ID)
< NOVELPOLY_PK (NOVID)

HLADB.SAMPLE HLADB.PEDIGREE
P * SAMID NUMBER FAMILY_ID VARCHAR2 (40 BYTE)
F * PPLID NUMBER PF * SAMID NUMBER
UF * SUBLABID NUMBER PATERNAL_ID  NUMBER
FAMILYID VARCHAR2 (30 BYTE) MATERNAL_ID  NUMBER
U * NAME VARCHAR2 (40 BYTE) SEX CHAR (1 BYTE)
GENDER CHAR (1 BYTE) PHENOTYPE VARCHAR2 (40 BYTE) 5\ —
BIRTHDAY NUMBER CREATE_BY NUMBER
MOTHERID NUMBER ¢ CREATE_TIME  DATE
FATHERID NUMBER F  SUBLABID NUMBER
COLLECT_DATE DATE MODIFY_TIME  DATE
* CREATE_BY NUMBER MODIFY_BY NUMBER
CREATE_TIME DATE
o N iz PEDGREE_PK (SAMID)
NATION NUMBER £5 PEDIGREE_CON (SUBLABID)
OTHERNATION VARCHAR2 (60 BYTE) % PEDIGREE_FKS (SAMID)
CITY VARCHAR2 (80 BYTE) % PEDGREE_PK (SAMID)
LATITUDE VARCHAR2 (20 BYTE)
LONGITUDE VARCHAR2 (20 BYTE)
REFERENCE VARCHAR?2 (200 BYTE)
MATERIAL VARCHAR2 (40 BYTE)
MATERIALAVA VARCHAR2 (40 BYTE)
CELLLINE VARCHAR2 (40 BYTE)
TYPINGMETHOD NUMBER
SUBMITTED VARCHAR2 (40 BYTE)
BREGION NUMBER g
BNATION NUMBER g
BOTHERNATION VARCHAR2 (60 BYTE)
BCITY VARCHAR2 (80 BYTE)
NATIONALITY NUMBER
OTHERNATIONALITY ~ VARCHAR2 (60 BYTE)
BLATITUDE VARCHAR2 (20 BYTE)
BLONGITUDE VARCHAR2 (20 BYTE)
RREGION NUMBER
RNATION NUMBER
ROTHERNATION VARCHAR2 (60 BYTE)
RCITY VARCHAR2 (80 BYTE)
LANGUAGE VARCHAR2 (60 BYTE)
HOMELANGUAGE VARCHAR2 (60 BYTE)
RELIGION VARCHAR2 (60 BYTE)
SUBRELIGION VARCHAR2 (60 BYTE)
ETHID NUMBER
NEWETHNICITY VARCHAR2 (60 BYTE)
MODIFY_TIME DATE
MODIFY_BY NUMBER
INC_CRITERIA VARCHAR?2 (300 BYTE)
RANDOM CHAR (1 BYTE)
DISEASE VARCHAR?2 (300 BYTE)
TRANSPLANT CHAR (1 BYTE)
CASE CHAR (1 BYTE)
TRANSPLANT_ID VARCHAR2 (40 BYTE)
& SAMPLE_NAME_LAB (SUBLABID, NAME)
iz SAMPLE_PK (SAMID)
£ SAMPLE_FK (PPLID)
% SAMPLE_FK2 (SUBLABID)
& SAMPLE_NAME_LAB (SUBLABID, NAME)
& SAMPLE_PK (SAMID)

HLADB.COUNTRY

HLADB.ABBREVIATION HLADB.CODETABLE
U * ORIGINAL  VARCHAR2 (40 BYTE) P * MTHID NUMBER P * COUNTRYID
* ABBR CHAR (1 BYTE) NAME VARCHAR2 (100 BYTE) * NAME
U FLAG CHAR (1 BYTE) CODE VARCHAR2 (10 BYTE) * COUNTRYCODE
4» ABBREVIATION_UK1 (ORIGINAL, FLAG) TYPEID NUMBER
4» ABBREVIATION_UK1 (ORIGINAL, FLAG) = TYPINGMETHOD_PK (MTHID)

4 TYPINGMETHOD_PK (MTHID)

NUMBER
VARCHAR?2 (80 BYTE)
VARCHAR2 (3 BYTE)

Z= COUNTRY_PK (COUNTRYID)

4 COUNTRY_PK (COUNTRYID)

HLADB.DAT_USR_HISTORY HLADB.ETHNICITY HLADB.FEATURE_POS
P * HISID NUMBER P * ETHID NUMBER ALLELE VARCHAR2 (40 BYTE)
PPLID NUMBER NAME VARCHAR?2 (80 BYTE) FEATURE_NAME VARCHAR?2 (30 BYTE)
USERID NUMBER U CODENUMBER  VARCHAR2 (10 BYTE) U  FEATURE_ID VARCHAR?2 (15 BYTE)
CREATE_TIME = DATE AMBIGUOUS NUMBER (1) FEATURE_START  NUMBER
CREATE_BY NUMBER FEATURE_END NUMBER
MODIFY_BY NUMBER Ea Ei:m:g:g_g(}()lzlE(gﬁg;ENUMBER) U  VERSION VARCHAR?2 (15 BYTE)
OVERRIDE NUMBER = ACCESSION VARCHAR2 (30 BYTE)
DELETE BY NUMBER g Elgm:ggz_g::_(:gr)glg))ODENUMBER) 4p FEATURE_POS_CON (VERSION, FEATURE_ID)
L IR GIED) 4» FEATURE_POS_CON (VERSION, FEATURE_ID)

4 DAT_USR_HISTORY_PK (HISID)

HLADB.XML_SAMPLE_TYPING_T

F  REPORTID
LABCODE
LAB_DEFINED_ID
SAMPLEID
HLATYPING
ALIGN_REF_DB
BC_REF_DB
CON_SEQ
FEATURE
LOCUS_NAME
MEANREADDEPTH
DATAFILELOC
PHASINGGROUP
SPOSITION
NOVELPOLYMORPHISM
GENOTYPEANNOTATION
FEATURENUMBER

NUMBER

VARCHAR?2 (50 BYTE)
VARCHAR2 (50 BYTE)
VARCHAR?2 (60 BYTE)
VARCHAR?2 (80 BYTE)
VARCHAR2 (100 BYTE)
VARCHAR?2 (100 BYTE)
CLOB

VARCHAR2 (80 BYTE)
VARCHAR?2 (30 BYTE)
VARCHAR2 (10 BYTE)
VARCHARZ2 (300 BYTE)
NUMBER

NUMBER

CLOB

VARCHAR?2 (300 BYTE)
VARCHAR?2 (300 BYTE)

HLADB.REPORT_SOFTWARE

UF* REPORTID
MANUFACTURER
U * NAME
U  PARAMETERS
VERSION
FUNCTION
— CREATE_BY
CREATE_TIME
MODIFY_TIME
MODIFY_BY
* FUNCTIONS

>% T

NUMBER
VARCHAR2
VARCHAR2
VARCHAR2
VARCHAR2
NUMBER
NUMBER
DATE
DATE
NUMBER
VARCHAR?2 (200 BYTE)

80 BYTE)
40 BYTE)
200 BYTE)
40 BYTE)

e e =

4 REPORT_SOFTWARE_UNI (REPORTID, NAME, PARAMETERS)

% REPORT_SOFTWARE_CON (REPORTID)

4y REPORT_SOFTWARE_IDX1 (REPORTID)
4y REPORT_SOFTWARE_UNI (REPORTID, NAME, PARAMETERS)

% XML_SAMPLE_TYPING_T_FK (REPORTID)

43 XML_SAMPLE_TYPING_T_IDX1 (REPORTID)

HLADB.CPN_LAB_HISTORY

NUMBER
NUMBER

NUMBER
CHAR (1 BYTE)

DATE
VARCHAR?2 (2000 BYTE)
NUMBER

NUMBER

NUMBER

NUMBER

HLADB.CPN_DAT_HISTORY
P * HISID NUMBER P * HISID
PPLID NUMBER LABID
CPNID NUMBER CPNID
CREATE_BY NUMBER APPROVED
CREATE_TIME DATE CREATE_TIME
MODIFY_BY NUMBER REASON
OVERRIDE NUMBER OVERRIDE
DELETE BY NUMBER CREATE_BY
APPROVED CHAR (1 BYTE) MODIFY_BY
Z= CPN_DAT_HISTORY_PK (HISID) DELETE BY
& CPN_DAT_HISTORY_PK (HISID) iz CPN_LAB_HISTORY_PK (HISID)
4 CPN_LAB_HISTORY_PK (HISID)

HLADB.REFERENCE_ALLELES

HLADB.REFERENCE_CATEGORIES

P * ID NUMBER P * ID
IMGTHLA_DATABASE_3250_ACCES  VARCHAR?2 (30 BYTE) IMGTHLA_DATABASE_3250_ACCES
LOCUS VARCHAR?2 (30 BYTE) LOCUS
IMGTHLA_DATABASE_3250_ALLEL VARCHAR2 (30 BYTE) IMGTHLA_DATABASE_3250_ALLEL
DESCRIPTION VARCHAR?2 (255 BYTE) DESCRIPTION

Z= REFERENCE_ALLELES_PK (ID)

4 REFERENCE_ALLELES_PK(ID)

NUMBER

VARCHAR?2 (30 BYTE)
VARCHAR?2 (30 BYTE)
VARCHAR2 (30 BYTE)
VARCHAR? (255 BYTE)

= REFERENCE_CATEGORIES_PK (ID)

4 REFERENCE_CATEGORIES_PK (ID)

HLADB.HLA_JOBS HLADB.LAB_HIS
JOB.NAME  VARCHAR?2 (1000 BYTE) * LABID NUMBER
* LABCODE  VARCHAR2 (100 BYTE) LABCODE VARCHAR2 (6 BYTE)
ARG2 VARCHAR?2 (100 BYTE) TITLE VARCHAR? (30 BYTE)
ARG3 VARCHAR?2 (100 BYTE) * FIRSTNAME VARCHAR? (50 BYTE)
ARG4 VARCHAR?2 (100 BYTE) * LASTNAME VARCHAR? (50 BYTE)
ARG5 VARCHAR2 (100 BYTE) DIRECTOR VARCHAR? (80 BYTE)
DEPARTMENT ~ VARCHAR2 (80 BYTE)
@ HLA_JOBS_IDX1 (LABCODE) INSTITUTION  VARCHAR2 (80 BYTE)
ADDRESST VARCHAR?2 (100 BYTE)
ADDRESS? VARCHAR?2 (100 BYTE)
SADDRESS1 VARCHAR?2 (100 BYTE)
SADDRESS2  VARCHAR?2 (100 BYTE)
cITY VARCHAR? (40 BYTE)
STATE NUMBER
2P VARCHAR? (30 BYTE)
COUNTRY NUMBER
PHONE VARCHAR? (40 BYTE)
FAX VARCHAR? (40 BYTE)
* EMAIL VARCHAR?2 (100 BYTE)
URL VARCHAR?2 (200 BYTE)
CREATE_TIME  DATE
OLD_LABCODE VARCHAR2 (20 BYTE)
P * HISID NUMBER
= LAB_HIS_CON (HISID)
& LAB_HIS_CON (HISID)

HLADB.STATE
P * STATE_ID NUMBER
* STATE_NAME = VARCHAR?2 (40 BYTE)
STATE_.CODE = VARCHAR?2 (3 BYTE)

HLADB.VALIDED_GL

U * GLS VARCHAR2 (6000 BYTE)
VALIDLEVEL CHAR (1 BYTE)

Z= STATE_PK (STATE_ID)

& VALIDED_GL_UK1 (GLS)

¢ STATE_PK (STATE_ID)

& VALIDED_GL_UK1 (GLS)

HLADB.REPORT_REAGENT

UF REPORTID NUMBER

U NAME VARCHAR?2 (100 BYTE)
SOURCE VARCHAR2 (100 BYTE)
EXTERNAL_IDENTIFIER ~ VARCHAR2 (100 BYTE)
INTERNAL_IDENTIFIER ~ VARCHAR2 (100 BYTE)
DEVIATIONS VARCHAR2 (100 BYTE)
SPECIFIC_LOCI VARCHAR2 (100 BYTE)
CREATE_BY NUMBER
CREATE_TIME DATE
MODIFY_BY NUMBER
MODIFY_TIME DATE

HLADB.REPORT_HARDWARE

HLADB.PED_IMPORT HLADB.DATASET_USER
U  FAMILY_ID VARCHAR?2 (30 BYTE) — |PF* PPLID NUMBER
U  INDIVIDUAL_ID VARCHAR?2 (30 BYTE) - - FF * USERID NUMBER
PATERNAL_ID VARCHAR?2 (30 BYTE) 7\— CREATE_BY NUMBER
MATERNAL_ID VARCHAR?2 (30 BYTE) CREATE_TIME DATE
SEX VARCHAR2 (10 BYTE) MODIFY_BY NUMBER
PHENOTYPE VARCHAR?2 (80 BYTE) MODIFY_TIME  DATE
UF CREATE_BY NUMBER P * OVERRIDE NUMBER
F_ SUBLABID NUMBER Z= DATASET_USER PK (PPLID, USERID, OVERRIDE)
4 PED_IMPORT_UK1 (CREATE_BY, FAMILY_ID, INDIVIDUAL_ID) #% DATASET USER_FK (PPLID)
% PED_IMPORT_CON (SUBLABID) % DATASET_USER_FK_USER (USERID)
PED_IMPORT_FK (CREATE_BY) 4» DATASET_USER_PK (PPLID, USERID, OVERRIDE)
3 PED_IMPORT_UK1 (CREATE_BY, FAMILY_ID, INDIVIDUAL_ID) _
Y P
e
| 7
7
+ HLADB.DATASET
HLADB.IHIW_LAB P * PPLID NUMBER
P * LABID NUMBER _JU CPNID NUMBER
LABCODE VARCHAR2 (6 BYTE) -~ (U * NAME VARCHAR?2 (80 BYTE)
TITLE VARCHAR?2 (30 BYTE) REFERENCE VARCHAR2 (300 BYTE)

* FIRSTNAME VARCHAR?2 (50 BYTE) e CLINICAL CHAR (1 BYTE)

* LASTNAME VARCHAR2 (50 BYTE) P < ETHNICALLY CHAR (1 BYTE)
DIRECTOR VARCHAR?2 (80 BYTE) GEOGRAPHICALLY CHAR (1 BYTE)
DEPARTMENT VARCHARZ2 (80 BYTE) P < LINGUISTICALLY CHAR (1 BYTE)
INSTITUTION VARCHAR?2 (80 BYTE) ~ REGISTRY CHAR (1 BYTE)
ADDRESS1 VARCHAR?2 (100 BYTE) < PEDIGREE CHAR (1 BYTE)
ADDRESS2 VARCHAR2 (100 BYTE) r'e OTHER VARCHAR?2 (300 BYTE)
SADDRESS1 VARCHAR2 (100 BYTE) RANDOMLY CHAR (1 BYTE)
SADDRESS2 VARCHAR?2 (100 BYTE) ADMIXED CHAR (1 BYTE)

CITY VARCHAR?2 (40 BYTE) SOURCE VARCHAR2 (100 BYTE)
STATE NUMBER ADMIXINFO VARCHAR?2 (2000 BYTE)
ZIP VARCHAR?2 (30 BYTE) PPLINFO VARCHAR2 (2000 BYTE)
COUNTRY NUMBER CREATE_TIME DATE
PHONE VARCHAR?2 (40 BYTE) * CREATE_BY NUMBER
_ - > FAX VARCHAR?2 (40 BYTE) MODIFY_TIME DATE
- * EMAIL VARCHAR2 (100 BYTE) CASE CHAR (1 BYTE)
_ - - URL VARCHAR2 (200 BYTE) MODIFY_BY NUMBER
CREATE_TIME DATE
OLD_LABCODE VARCHAR2 (20 BYTE) I?; EglzdeLﬁ\Trllgﬁ_Zﬁ(EingLNlD NAME)
SNAME VARCHAR2 (50 BYTE) == ’
SPHONE VARCHAR?2 (40 BYTE) 43 POPULATION_PK (PPLID)
SEMAIL VARCHAR2 (100 BYTE) 4 POPULATION_SN_UK (CPNID, NAME)
DNAME VARCHAR?2 (60 BYTE)
DEMAIL VARCHAR?2 (100 BYTE)
DPHONE VARCHAR?2 (40 BYTE)
FTPPWD VARCHAR2 (10 BYTE)
&= IHIW_LABid_PK (LABID)
4 IHIW_LABId_PK (LABID)
HLADB.IHIW_REPORT
UF* LABID NUMBER
P * REPORTID NUMBER
U LAB_DEFINE_ID VARCHAR2 (50 BYTE)
* CREATE_TIME DATE
CREATE_BY NUMBER
MODIFY_BY NUMBER
* MODIFY_TIME DATE
GENETYPE CHAR (1 BYTE)

Z= |[HIW_REPORT_PK (REPORTID)

4 IHIW_REPORT_UKT1 (LABID, LAB_DEFINE_ID)

3 IHIW_REPORT_FK (LABID)

4 IHIW_REPORT_PK (REPORTID)
4 IHIW_REPORT_UK1 (LABID, LAB_DEFINE_ID)

F * REPORTID NUMBER
FIRMWARE VARCHAR?2 (60 BYTE
MODEL_NUMBER VARCHAR?2 (60 BYTE
* NAME VARCHAR?2 (80 BYTE
MANUFACTURER VARCHAR?2 (60 BYTE
CREATE_BY NUMBER
CREATE_TIME DATE
MODIFY_TIME DATE
TYPING_METHOD NUMBER
MODIFY_BY NUMBER

—_ — — —

3 3

A A

HLADB.COMPONENT_USER

UF* USERID

UF CPNID

UF* ROLE
CREATE_BY
CREATE_TIME
MODIFY_TIME
MODIFY_BY
APPROVED
REASON

F  OVERRIDE

NUMBER
NUMBER

NUMBER

NUMBER

DATE

DATE

NUMBER
CHAR (1 BYTE)
VARCHAR?2 (2000 BYTE)
NUMBER

43 COMPONENT_USER_UNI (USERID, CPNID, ROLE)

£ COMPONENT_USER_CON (OVERRIDE)
£ COMPONENT_USER_CPNID (CPNID)
224 COMPONENT_USER _FK (USERID)

£ COMPONENT_USER_ROLE (ROLE)

#» COMPONENT_USER _UNI (USERID, CPNID, ROLE)

HLADB.IHIW_USER

P * USERID
U * USERNAME
PASSWORD
* EMAIL
F  LABID
* NAME
PHONE
F  ROLE
EXT
CREATE_TIME
MODIFY_TIME
CREATE_BY

NUMBER

VARCHAR?2 (30 BYTE)
VARCHAR?2 (80 BYTE)
VARCHAR2 (100 BYTE)
NUMBER

VARCHAR?2 (80 BYTE)
VARCHAR2 (40 BYTE)
NUMBER

VARCHAR2 (10 BYTE)
DATE

DATE

NUMBER

= IHIWS_USER_PK (USERID)
% IHIWS_USER_UK1 (USERNAME)

Oé %2 [HIWS_USER_CON
2 IHIWS_USER ROLE CON (ROLE)

(LABID)

4 IHIWS_USER_PK (USERID)
4 IHIWS_USER_UK1 (USERNAME)

HLADB.PED_IMPORT_PNG

ID
IMAGE
F  CREATE_BY

NUMBER
BLOB
NUMBER

1 % PED_IMPORT_PNG_FK (CREATE_BY)

HLADB.XML_SOFTWARE_T

3 REPORT_REAGENT_UK1 (REPORTID, NAME)

% REPORT_HARDWARE_FK (REPORTID)

LAB_DEFINED_ID
SOFTWARE_MANUFACTURER
SOFTWARE_NAME
SOFTWARE_PARAMETERS
SOFTWARE_VERSION
SOFTWARE_FUNCTION

NUMBER

VARCHAR?2 (30 BYTE)
VARCHAR?2 (30 BYTE)
VARCHAR?2 (80 BYTE)
VARCHAR?2 (40 BYTE)
VARCHAR2 (200 BYTE)
VARCHAR?2 (40 BYTE)
VARCHAR?2 (100 BYTE)

% XML_SOFTWARE_T_FK (REPORTID)

HLADB.XML_FEACO_T \/~/ - HLADB.XML_HARDWARE_T
F  REPORTID NUMBER 7 F  REPORTID NUMBER F  REPORTID
LABCODE VARCHAR?2 (50 BYTE) LABCODE VARCHAR?2 (30 BYTE) LABCODE
LAB_DEFINED_ID  VARCHAR2 (50 BYTE) LAB_DEFINED_ID VARCHAR?2 (30 BYTE)
SAMPLEID VARCHAR?2 (60 BYTE) INSTRUMENT_FIRMWARE VARCHAR?2 (60 BYTE)
LOCUS VARCHAR?2 (30 BYTE) INSTRUMENT_MODEL_NUMBER  VARCHAR?2 (60 BYTE)
FEATURENUMBER  NUMBER INSTRUMENT_NAME VARCHAR?2 (40 BYTE)
FEATURESTART NUMBER MANUFACTURER VARCHAR?2 (60 BYTE)
FEATURESTOP NUMBER TYPING_METHOD VARCHAR?2 (80 BYTE)
% XML_FEACO_T_FK (REPORTID) % XML_HARDWARE_T_FK (REPORTID)
3 XML_FEACO_T_IDX1 (REPORTID) 3 XML_HARDWARE_T_IDX1 (REPORTID)

% REPORT_REAGENT_FK (REPORTID)

i REPORT_REAGENT_UK1 (REPORTID, NAME)

HLADB.CPN_USR_HISTORY

P * HISID NUMBER
USERID NUMBER
CPNID NUMBER
ROLE NUMBER
CREATE_BY NUMBER
MODIFY_BY NUMBER
CREATE_TIME DATE
APPROVED CHAR (1 BYTE)
REASON VARCHAR2 (2000 BYTE)
OVERRIDE NUMBER
DELETE BY NUMBER

= CPN_USR_HISTORY_PK (HISID)

43 CPN_USR_HISTORY_PK (HISID)

HLADB.PEDIGREE_IMAGE

IMAGE

P * SUBLABID
P * FAMILY_ID

CREATE_TIME

NUMBER

BLOB
DATE

VARCHAR?2 (40 BYTE)

Z= PEDIGREE_IMAGE_PK (SUBLABID, FAMILY_ID)

+» PEDIGREE_IMAGE_PK (SUBLABID, FAMILY_ID)

HLADB.XML_GL_VALID

P * REPORTID
P * SAMID
VALID

NUMBER
NUMBER
VARCHAR?2 (500 BYTE)

iz XML_GL_VALID_PK (REPORTID, SAMID)

4 XML_GL_VALID_PK (REPORTID, SAMID)

4 XML_SOFTWARE_T_IDX1 (REPORTID)

\/\’s HLADB.XML_REAGENT_T HLADB.XMLFILE
F  REPORTID NUMBER PF * REPORTID NUMBER
PROTOCOL_NAME VARCHAR?2 (100 BYTE) \ XML BLOB
PROTOCOL_SOURCE VARCHAR2 (100 BYTE) CREATE_TIME DATE
PROTOCOL_EXTERNAL_IDENTIFIER ~ VARCHAR2 (100 BYTE) CREATE_BY NUMBER
PROTOCOL_INTERNAL_IDENTIFIER ~ VARCHAR2 (100 BYTE) ISHML CHAR (1 BYTE)
PROTOCOL_DEVIATIONS VARCHAR2 (100 BYTE)
XMLFILE_PK (REPORTID

SPECIFIC_LOCI VARCHAR?2 (100 BYTE) & —PK( © )

% XML_REAGENT_T_FK (REPORTID)

4 XML_REAGENT_T_IDX1 (REPORTID)

% XMLFILE_FK (REPORTID)

#p XMLFILE_PK (REPORTID)

HLADB.XML_GENANN_T

F  REPORTID NUMBER
LABCODE VARCHAR?2 (50 BYTE)
LAB_DEFINED_ID  VARCHAR2 (50 BYTE)
SAMPLEID VARCHAR?2 (60 BYTE)
ANNOTATION VARCHAR?2 (100 BYTE)

% XML_GENANN_T_FK (REPORTID)

4 XML_GENANN_T_IDX1 (REPORTID)

HLADB.XML_SAMPLE_T

F  REPORTID NUMBER
LABCODE VARCHAR?2 (50 BYTE)
LAB_DEFINED_ID  VARCHAR2 (50 BYTE)
SAMPLEID VARCHAR?2 (60 BYTE)
GENOTYPE_GL VARCHAR?2 (32767 BYTE)

% XML_SAMPLE_T_FK (REPORTID)

4 XML_SAMPLE_T_IDX1 (REPORTID)

HLADB.IHIW_ROLES

P * ROLE_ID
* ROLE_NAME

NUMBER
VARCHAR?2 (40 BYTE)

= IHIW_ROLES_PK (ROLE_ID)

4 IHIW_ROLES_PK (ROLE_ID)

:
A

HLADB.PROJECT

P * CPNID NUMBER
U * NAME VARCHAR?2 (300 BYTE)

DESCRIPTION  VARCHAR2 (2000 BYTE)
CREATE_BY NUMBER
CREATE_TIME  DATE
MODIFY_BY NUMBER
MODIFY_TIME ~ DATE

—pF BELONG.TO  NUMBER <«
ISCPN CHAR (1 BYTE)
ISCLOSE CHAR (1 BYTE)

Z= PROJECT_PK (CPNID)

4 PROJECT_UKNAME (NAME)

=5 PROJECT_CPN (BELONG_TO)

& PROJECT_PK (CPNID)

4 PROJECT_UKNAME (NAME)

Vi

HLADB.COMPONENT_DATASET

UF* PPLID NUMBER

UF* CPNID NUMBER
CREATE_BY NUMBER
CREATE_TIME DATE
MODIFY_TIME  DATE
MODIFY_BY NUMBER
OVERRIDE NUMBER
APPROVED

CHAR (1 BYTE)

i3 COMPONENT_DATASET_UK1 (PPLID, CPNID)

HLADB.COMPONENT_LAB

£ COMPONENT_DATASET_FK (PPLID)
2% COMPONENT_DATASET_FK2 (CPNID)

UF* LABID

UF* CPNID
VALID
CREATE_TIME
APPROVED
MODIFY_TIME
REASON

F  OVERRIDE
CREATE_BY
MODIFY_BY

NUMBER
NUMBER
CHAR (1 BYTE)
DATE
CHAR (1 BYTE)
DATE

VARCHAR2 (2000 BYTE)

NUMBER
NUMBER
NUMBER

43 COMPONENT_DATASET_UK1 (PPLID, CPNID)

4 COMPONENT_LAB_UK (LABID, CPNID)

£ COMPONENT_LAB_CPN (CPNID)
2% COMPONENT_LAB_FK (LABID)
£ COMPONENT_LAB_OVERRIDE (OVERRIDE)

43 COMPONENT_LAB_UK (LABID, CPNID)

HLADB.XML_INFO_T

- %

F  REPORTID NUMBER
LABCODE VARCHAR?2 (50 BYTE)
LAB_DEFINED_ID  VARCHAR2 (50 BYTE)

% XML_INFO_T_FK (REPORTID)

4 XML_INFO_T_IDX1 (REPORTID)

HLADB.DOCUMENTS

UF* DID NUMBER
U * TYPEID NUMBER
DOC CLOB

& DOCUMENTS_CON (DID, TYPEID)

% DOCUMENTS_DID (DID)

4 DOCUMENTS_CON (DID, TYPEID)




