
Table S2. Sequences for Alu and other dsRNAs. Related to STAR methods. 
dsRNA sequences (5'-3') 

NICN1 Alu(+)  

CACGUGUCUCUAGCAAAACCAGGGCCUGAGCAUAAGAACUG
GGACCCUUCUAGGCAGGGUGCAGUGGCUCACGCCUGUAAUCC
CAGCACUUUGGGAGGCCCAGGCAGGCGGAUCACCUGAGGUCA
GGAGUUCAAGACCAGCCUGACCAACCUGGAGAAACCCCGUCU
CUACUAAAAAUACAAAAAAUUAGCUGGGCGUGGUGGUAGGC
ACCUGUAAUCCCAGCUACUUGGGAGGCUGAGGCAGGAGAAU
CUCUUGAACCCGGGAAGUGGAGGUUGCGGACCUGAGAUCAU
GCCAUUGCACUCCAGCCUGGGCAAGAAGAGCGAAACUCCAUC
UUAAACAAACAAACAAAAAAAAAAGAACUGGGACCCUUCUG
CCAUCUGACAUAGCC 

NICN1 Alu(-)  

CCUUCUGCCAUCUGACAUAGCCCAAAGCACAUCUCUAUCCUU
UCUCCCAGUUGCCCCUCUCCUUUUUUGUUGUUUUUUUUGAG
GUUGAGUUUUGCUCUUGUUGCCCAGGCUGGAGUGCAAUAGU
GCAAUCUUGGCUAACUGCAACCUCCGCCUCCCAGGUUCAAGC
AAUUCUCCUGCCUCAGUCUCCCGAGUAGCUGGGAUUACAGUC
AUGCAUCACCAUGCCUGGCUAAUUUUGUAUUUGUAGUAGAG
AUGGGGUUUCUCCAUGUUGGUCAGGCUGGUCUCAAACACCU
GACCUCAGGUGAUCUGCCUGCCUUGGCCUUCCAAAGUGCUGG
GAUUACAGGCAUGAGCCACCGCGCCCGGCCUGCCCCUUUCCA
AGAGAUAUGCUCAGCAUAA 

BPNT1 Alu(+)  

UGCAAGCCGAGUUCCAGAAUCUAUUAAAAAUGCACUUGUUC
CUUAAAGGAAAGUUUCAUUUGGCCGGGCGCGGUGGCUCAUG
CCUGUAAUCCCAGCACUUUGGGAGGCCGAGGCAGGUGGAUC
ACUUGAGCUCAGGAGUUUGAGACCAGCCUGGGCAAUAUCGU
GAGACCCCAUCUCUACAAAAAUACAAAUUAACUGGGCAUCCU
GUCAUGCGCCUGUCAUCCCAGCUACUUGAGAGGCUGAAGCAG
AAGAAUCUCUUGAGCCCGGAAGGCAGAGGUUGCAGUGAGCU
GAGAUCGUGCCACUGCACUCCAGCCUGAGUGACAGGAGUUA
AGCCCUGUCUCAGAAAAAAAAAAAACAAAAACCCAAAAAGU
ACUUAAAGUUUCAUUUACUUAGCUAGGAG 

BPNT1 Alu(-)  

GUUCAAUGAACAUUCCUAUCUUCUAAACCAGAUUUCUCUUU
UUUUUUCCUGAGACGGAGUCUCGCUCUGUAGCCUAGGCUAG
AAUGUAGUGGCGUGAUCUCGGCUCACUGCAAGCUCCGCCUCC
CGGGUUCAUGCCAUUCUCCUGCCUCAGCCUCCCGAGUAGCUG
GGACUGCAGGCACCGCCACCACGCCUGGCUAAUUUUUUGUAU
UUUUAGUAGAGAAGGUGUUUCACCGUGUUAGCCAGGAUGGU
CUUGAUCUCCUGACAUCGUGAUCUGUCUGCCUCGGACUCCCA
AAGUGCUGGGAUUACAGGUGUGAGCCACCGCACCUGGCCUA
AACCAGAUUUCUUUAGGGCACAAUUUUUUCUGGAAUCUCAC
UC 

DESI1 Alu(-) 

GGAAAGAAUAAUGAUGUGAGGCCUGGCGCGGUGGCUCACGC
CUGUAAUCCCAGCACUUUGGGAGGCCGAGGCAGGCAGAUCAC
UUGAGGUCAGGACUUCAAGACCAGCCUGGCCAACAUGGUGA
AACCCCGUCUCUACUAAAAAUACAAAAUUAGCCGGGCAUGG



UGGCGCAUGCCUGUAGUCCCAGCUACUCGGGAGGCUGAGGCA
GGAGAAUCGCUUGAACCCGGGAGGCAGAGAUUGCGAUGAGC
CGAGAUCGUACCAGUGCACUCCAGCCUGGGCGACAGAGUGAG
ACUCCAUCUCAAAAAAAUAAAAUAAUGAAGUGGAAUCAAGG
UGGCAAGAAAAUUUAGAAUCGUUUCUGAUAGGGACUUUCCC 

DESI1 Alu(+)  

GGGACCAAGGGAUGGGAUUCCCUACUCUAAGAAAAUACCU
UUAUUUUAAUUAUUAUUAUUUUUUGAGACGGAGUCUCGCU
CUACCACCCAGGCUGGUGUGCAGUGGCAUGAUCUCGGCUCA
CAGAAACCUCUGCCUCCCGGGUUCAAGUGGUUCUCCUGCCU
CAGCCUCCUGAGUAGCUGGGAUUACAGGUGCGUGCCACCAC
GCCAGGCUAAUUUUUGUAUUUUCAGUAGAGACAGGGUUUU
GCCAUGUUGGCCAGGCUGGUCUGGAACUCCUGACCUCGGGU
GAUCCACCUCCCUUGGCCUCCCAAAGUGCUGGGAUUACAGG
CGUGAGCCACCGCUGCCUGGCCAGAAAAUACCUUUGAUAUG
G 

pre-let7d  

GCCAAGUAGAAGACCAGCAAGAAAAAAAAAAUGGGUUCCUA
GGAAGAGGUAGUAGGUUGCAUAGUUUUAGGGCAGGGAUUUU
GCCCACAAGGAGGUAACUAUACGACCUGCUGCCUUUCUUAGG
GCCUUAUUAUUCACCGAUAACCUGUUUCCUUGCUCG 

ES27L  

GGGCUGGGGCGCGAAGCGGGGCUGGGCGCGCGCCGCGGCUGG
ACGAGGCGCCGCCGCCCCCCCCACGCCCGGGGCACCCCCCUCG
CGGCCCUCCCCCGCCCCACCCCGCGCGCGCCGCUCGCUCCCUC
CCCGCCCCGCGCCCUCUCUCUCUCUCUCUCCCCCGCUCCCCGU
CCUCCCCCCUCCCCGGGGGAGCGCCGCGUGGGGGCGGCGGCG
GGGGGAGAAGGGUCGGGGCGGCAGGGGCCGGCGGCGGCCCG
CCGCGGGGCCCCGGCGGCGGGGGCACGGUCCCCCGCGAGGGG
GGCCCGGGCACCCGGGGGGCCGGCGGCGGCGGCGACUCUGGA
CGCGAGCCGGGCCCUUCCCGUGGAUCGCCCCAGCUG 

OTUD7B_hAT1  

AAGCAGUGAGAUUCCAAAGGAAGGGAUGUGUAUAUGUCUAG
GCAGGUCUGGAACCUGGUAUGAGAUGAGCACUCCCCUAAGU
UGCAAAAUUUAAGGGUUACUAUAAAACUCAUUAAUCAAGAU
ACUAUAAAAAAUGCAGUAUUUAAAAAAAUUAAUGCAAAAAA
UUUAUGUUGGAUAAAAUAGCGAAAUCUUACAGGAUCUGACA
GGACUGAGAUUAGGAGGAGGGAA 

OTUD7B_hAT2  

GAAGUGAGGCUGAAUUGAAUAAGUAUGGGGAUGAAUCCUUC
UUAUUUAAAUUUUUGAUACAUUGUCCAUCAUAGACUUUUUA
CAUUAAUUGUGAUUUUUUAAAAAUGUUGCAUUAAAAUAGUA
UUUAUCUUGGUUACUGGGUUUUUUGGCACUCCUUAAAUUUU



GUGCCCAAGGUGAGUGCUUUGCUCACCUCACCCUAGUUACGU
CCCUGUUUCUGUGAUUUGAACACUAGCGAGAACACCACUGU
GUGCGCCUCCACCCCCAUCACA 

NBPF1_L1  

UCUGCCGGUGCAGAAUAUGAGCAAUGCCAUGUUCUUGCAGA
AAACGCUUAGCCUGAGUUUCAUAGGAGGUAAUCACCAGACA
ACUGCAGAAUGUAGAACACUGAGCAGGACAACUGACCUGUC
UCCUUCACAUAGUCCAUAUCACCACAAAUCACACAACAAAAA
GGAGAAGAGAUAUUUUGGGUUGAAAAAAAGUAAAAAGAUAA
UGUAGCUGCAUUUCUUUAGUUAUUUUGAACCCCAAAUAUUU
CCUCAUCUUUUUGUUGUUGUCAUGGAUGGUGGUGACAUGGA
CUUGUUUAUAGAGGACAGGUCAGCUGUCUGGCUCAAUGAUC
UACAUUCUGAAGUUGUCUGAAAAUGUCUUCAUGAUUAAAUU
CAGCCUAAACUUUUUGACGGGAACACUGCAGAGACAAUGCU
GUGAGUUUCCAACCUCAGCCCAUCUGCGGGCAGAGAAGGUCU
AGUUUGUCCAACACCAUUAUGAUAUCAGGACUGGUUACUUG
GUUAAGGAGGGGUCUAGGAGAUCUGUCCCUUUUAGAGACAC
CUUACUUAUAAUGAAGUACUUGGGAAAGUGGUUUUCAAGAG
UAUAAAUAUCCUGUAUUCUAAUGAUCAUCCUCUAAACAUUU
UAUCAUUUAUUAAUCCUCCCUGCCUGUGUCUAUUAUUAUAU
UCAUAUCUCUACGCUGCAAAUU 

 


