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Supplemental Figure S3: The Expression analysis of M. truncatula C2H2-ZFPs in
different root hairs and different nodules. The expression data were downloaded
from M. truncatula Gene Expression Atlas database, and these genes contain 1~14
expression probeset IDs. Nod 4dpi, 4dN after rhizobial inoculation; Nod 10dpi, 10dN
after rhizobial inoculation; Nod 14dpi, 14dN after rhizobial inoculation; Nod 28dpi,
28dN after rhizobial inoculation. The others are root hairs samples.



