Supplementary Table 2. Distribution
of Clinical Variablesby RSl Subtype

N (%)
P
Variable Level Total Sensitive Intermediate Resistant Value
Age Median(Range) 44 (23, 50) 44 (23,50) 43(27,50) 44 (23, 50) 0.5469
RT Total dose <=66Gy 242 (70.8%) 59 (68.6%) 124 (71.7%) 59 (71.1%) 0.8801
>66Gy 100 (29.2%) 27 (31.4%) 49 (28.3%) 24 (28.9%)
Total 342 86 (25.1%) 173 (50.6%)  83(24.3%)
Origin Dutch 148 (43.1%) 37 (42.5%) 77 (44.5%) 34 (41%) 0.8688
French 195 (56.9%) 50 (57.5%) 96 (55.5%) 49 (59%)
Total 343 87 (25.4%) 173 (50.4%)  83(24.2%)
Loca_Recurrence  No Recurrence 224 (65.3%) 57 (65.5%) 113 (65.3%) 54 (65.1%) 1.0000
Recurrence 119 (34.7%) 30 (34.5%) 60 (34.7%) 29 (34.9%)
Total 343 87 (25.4%) 173 (50.4%)  83(24.2%)
T stage pT1l 216 (63.3%) 52 (60.5%) 110 (63.6%) 54 (65.9%) 0.7701
pT2-3 125 (36.7%) 34 (39.5%) 63 (36.4%) 28 (34.1%)
Total 341 86 (25.2%) 173 (50.7%) 82 (24%)
Surgical margin marg+ 37 (11.2%) 12 (14%) 18 (10.8%) 7 (8.9%) 0.5688
marg- 294 (88.8%) 74 (86%) 148 (89.2%) 72 (91.1%)
Total 331 86 (26%) 166 (50.2%) 79 (23.9%)
Surgical margins -
invasive Marglnv+ 21 (6.5%) 7 (8.3%) 12 (7.5%) 2 (2.6%) 0.2737
Marglnv- 302 (93.5%) 77 (91.7%) 149 (92.5%) 76 (97.4%)
Total 323 84 (26%) 161 (49.8%) 78 (24.1%)
Surgical margins -
DCIS MargDCIS+ 8 (4.3%) 3 (6.1%) 5 (5.8%) 0 (0%) 0.2163
MargDCIS- 176 (94.1%) 46 (93.9%) 80 (93%) 50 (96.2%)
MargDCIS? 3 (1.6%) 0 (0%) 1(1.2%) 2 (3.8%)
Total 187 49 (26.2%) 86 (46%) 52 (27.8%)
N stage pN+ 122 (36.2%) 29 (34.5%) 57 (33.1%) 36 (44.4%) 0.2089
pN- 215 (63.8%) 55 (65.5%) 115 (66.9%) 45 (55.6%)
Total 337 84 (24.9%) 172 (51%) 81 (24%)
RT boost boost 248 (72.5%) 63 (73.3%) 124 (71.7%) 61 (73.5%) 0.9492
no boost 94 (27.5%) 23 (26.7%) 49 (28.3%) 22 (26.5%)
Total 342 86 (25.1%) 173 (50.6%)  83(24.3%)
Chemotherapy (CT) CT 133 (38.9%) 37 (42.5%) 58 (33.7%) 38 (45.8%) 0.1270
no CT 209 (61.1%) 50 (57.5%) 114 (66.3%) 45 (54.2%)
Total 342 87 (25.4%) 172 (50.3%)  83(24.3%)
Hormonal therapy  HT 31 (9.1%) 10 (11.5%) 11 (6.4%) 10 (12%) 0.2201
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P Valueiscalculated using Chi square Test using exact method with M onte Carlo estimation.



