Table S6. Related to Figure 3 and Figure 6: Whole genome sequencing of the non-
temperature sensitive CD08 strains and CD10 strains that grew at 22 °C. For CDO0S,
mutations were identified in only one of two strains sequenced. Two mutations were
identified in this strain. For CD10 strains, mutations were identified in 3 out of 5 strains
sequenced.
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