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Name
WP_020974326.1
WP_038854372.1
WP_075429285.1
WP_075438134.1
WP_075462360.1
WP_075479633.1
WP_075480439.1
WP_075499791.1
WP_078397196.1
WP_078397546.1
WP_002858290.1
WP_075447657.1
WP_079755069.1
AHK77095.1

WP_002878823.1
WP_032685951.1
WP_057044593.1
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WP_075456236.1
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WP_020974593.1
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WP_075462815.1
WP_075470126.1
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WP_075484527.1
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WP_002822516.1
WP_053875543.1
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WP_075490494.1
WP_078397125.1
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Group 1
Group 1
Group 1
Group 1
Group 1
Group 1
Group 1
Group 1
Group 1
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Group 4
Group 4
Group 4
Group 4
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Group 5
Group 5
Group 5
Group 5
Group 5
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WP_0209: WP_0388: WP_0754; WP_0754: WP_0754( WP_0754; WP_0754{ WP_0754¢ WP_0783¢ WP_0783¢ WP_0028! WP_0754: WP_0797: AHK77095 WP_0028. WP_0326¢ WP_0570: WP_0722; WP_0754! WP_0754¢ WP_0209 WP_0754: WP_0754: WP_0754¢ WP_0754 WP_0754t WP_0754¢ WP_0754¢ WP_0754: WP_0754¢ WP_07541 OOX9518: WP_0027: WP_0028; WP_0538. WP_0754: WP_0754! WP_0754¢ WP_078397125.1



Supplementary Table 3

Groupt
we 0209743261
Wo_075479633.1
W 0783971961

P 078397545.1
wo_o7s4381341
P 0754623601

W 0754292851

Group2 We 0754476571 WP_002858250.1
W 0754476571
W 0026582901

754800 wp 038775091

0757550691 WP 0S7044€ AHKTTD95.1 WP 07222697 WP DI26850 WP 07545625 WP 0028768 WP O7SASS7E WP 0388543 WP 02097433 WP 07547962 WP 07550307 WP_O7SAS0430.1 WP 754292 WP 7545051 WP 0754623 WP 0754997 WP OD26SE26 WP 07546021 WP O7S43813 WP 073971¢ WP O783975¢ WP D7SAS051 WP O7S4SD1E WP D7S4476¢ WP 07549941 WP 02097458 WP 0754444C WP 7SAS11: WP 07546281 WP 0754701 WP 07548453 WP 07544061 WP 00262251 WP DO27806: WP 0S3IS75S¢ WP D754904< WP 0754509C OOXSSI11 WP 07839713 WP D7SA3L7 WP 07548967 WP 0754371¢
s P ax a3 s ax % a % a% % a% ax ax ax a% % ax % a% 0% s B bt 1% 1w 0% 0% 0% 0%
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Groups
we 0797550691

WP_057044593.1 AHK77035.1 WP 0028785 WP 0754557 WP 0754562 WP 0722265 WP_032685951.1
so0%

Groupt
W 057045931
AHR77095.1

wh 0326859511

Groups WP 075410625.1_Wp 07548457 Wp 07506281 Wp 07547012 WP 07549941 WP 074444C WP O7SABLS WP 020974503 1
P 07544062

Wh_020974593.1

Wp 075437196.1 WP 0754800 Wp_075489678.1

Groups
W 0754371961
Wh_0754800011
W 0754896781

Grou WP 053675543.1 WP 00278067 WP 00262251 OOXISIEL1 WP 0754506< WP O7S4317¢ WP 07839715 WP 0754509011
W 0536755431

we 0027806281
wh_b0e225361
ooxssiL

WP 0754505011
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LOS classes Cluster A GT-42 Cluster B GT-42
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Supplementary Table 5

Group 2

Gene Non-unique Gene name Annotation Orthologue coverage %ntid to C. jejuni
ERR1163614 X1

group_7984 pglH_2 GalNAc-alpha-(1->4)-GalNAc-alpha-(1->3)-diNAcBac-PP-undecapreno 4055 50 76

gspA General stress protein A 4003 N/A N/A

group_7985 epsH Putative glycosyltransferase EpsH 4056 36 82
100 82 GT42 group 4 cstll
100 83
99 87 GT42 group 6 cstVI
group_7987 hypothetical protein 98 84 GT42 group 7 cstlV

96 77

ERR1163713
pglH_1 GalNAc-alpha-(1->4)-GalNAc-alpha-(1->3)-diNAcBac-PP-undecapreno 4002 69 73

gspA General stress protein A 4003 N/A N/A
group_7985 Putative glycosyltransferase EpsH 4056 36 82 N/A: No significant similarity found
100 82
100 83
99 87
group_7987 hypothetical protein 98 84
96 77

group_10079 putative glycosyltransferase EpsJ 100 100
group_10078 hypothetical protein 4186 100 100
group_10077 putative glycosyltransferase EpsJ 100 100
? ? 100 100
100 100
100 100
100 100
100 100

group_10086 hypothetical protein 100 100

Group 4

Gene Non-unique Gene name Annotation Orthologue coverage %ntid to C. jejuni
group_5652 eps)_1 putative glycosyltransferase EpsJ 4009 98 81

group_7342 hypothetical protein 4010 98 87

group_7343 epsH Putative glycosyltransferase EpsH 4011 99 84

group_7344 GT-42 glycosyltransferase 97 87
94 84
100 87




N/A

group_5814 GalNAc-alpha-(1->4)-GalNAc-alpha-(1->3)-diNAcBac-PP-undecapreno 4164 100
group_5815 epsH Putative glycosyltransferase EpsH 4163/4172 100
group_5816 eps)_2 putative glycosyltransferase EpsJ 4162 100
epsH_1 Putative glycosyltransferase EpsH 4161 99

group_6953 GT-42 glycosyltransferase 4149 100
100
100
100
100

Streptogramin A acetyltransferase

group_2414

group_5351 putative glycosyltransferase EpsJ 4172 100
group_5816 eps)_2 putative glycosyltransferase EpsJ 4162 100
epsH_1 Putative glycosyltransferase EpsH 99

group_4171 GT-42 glycosyltransferase 100
100
100
100
100

Streptogramin A acetyltransferase

group_5351 putative glycosyltransferase EpsJ 100
group_5816 eps)_2 putative glycosyltransferase EpsJ 4162 100

epsH_1 Putative glycosyltransferase EpsH 4161 99

group_4169 cstll GT-42 glycosyltransferase 4158 100
100
100

group_4700 hypothetical protein 4179 100

100

N/A

100
97/99
97

99
100
100
100
100
100

99
97
99
99
100
100
100
99

99
97
99
99
100
100
99
100




vatD
group_2414

group_6437
group_5351
group_5816
epsH_1

group_4171

group_5351
group_4168

group_10251
group_10252
group_10253
group_4169

group_4700

vatD

cat

Streptogramin A acetyltransferase
Streptogramin A acetyltransferase

4171
4168

GalNAc-alpha-(1->4)-GalNAc-alpha-(1->3)-diNAcBac-PP-undecapreno 4180

putative glycosyltransferase EpsJ
putative glycosyltransferase EpsJ
Putative glycosyltransferase EpsH
GT-42 glycosyltransferase

Streptogramin A acetyltransferase

putative glycosyltransferase EpsJ
GT-42 glycosyltransferase

Streptogramin A acetyltransferase

putative glycosyltransferase EpsJ
hypothetical protein

putative glycosyltransferase EpsJ
GT-42 glycosyltransferase

hypothetical protein

Streptogramin A acetyltransferase

4172
4162
4161
4153

100
100

100
100
100
99

100
100
100
100
100

100
100
100
100
100
100

67

100
100
100
100
100
100
100
100

99
99

85
99
97
99
99
100
100
100
99

99
99
100
100
100
99

91
100
100
99
100
100
99
100
99




group_5814 pglH_1 GalNAc-alpha-(1->4)-GalNAc-alpha-(1->3)-diNAcBac-PP-undecapreno 4164 100
group_5351 eps)_3 putative glycosyltransferase EpsJ 4172 100
group_5816 eps)_2 putative glycosyltransferase EpsJ 4162 100

epsH_1 Putative glycosyltransferase EpsH 4161 99

group_4169 GT-42 glycosyltransferase 4158 100
100
100

group_4700 hypothetical protein 100
100
100

group_2414 Streptogramin A acetyltransferase

group_5920 GT-42 glycosyltransferase 98
94
100

group_8887 Streptogramin A acetyltransferase 4130/4173 100

91/NA

100
99
97
99
99
100
100
99
100
99

87
84
87
77/NA
85/89

Non-unique Gene name Annotation Orthologue coverage %ntid to C. jejuni
GalNAc-alpha-(1->4)-GalNAc-alpha-(1->3)-diNAcBac-PP-undecapreno 4175 99 78
N/A N/A
N/A N/A
GT-42 glycosyltransferase 99 88
100 83
100 86
91 77
Streptogramin A acetyltransferase 100 85
Non-unique Gene name Annotation Orthologue coverage %ntid to C. jejuni
GalNAc-alpha-(1->4)-GalNAc-alpha-(1->3)-diNAcBac-PP-undecapreno 4138 95 78
N/A N/A
99 84
100 87
N/A N/A
General stress protein A N/A N/A




group_5159 GalNAc-alpha-(1->4)-GalNAc-alpha-(1->3)-diNAcBac-PP-undecapreno 4138 95 78
N/A N/A
99 84
100 87
N/A 95 N/A 78
group_5159 GalNAc-alpha-(1->4)-GalNAc-alpha-(1->3)-diNAcBac-PP-undecapreno 4138 95 78
N/A N/A
99 84
82 88
group_7293 hypothetical protein 4141 N/A N/A
group_7294 hypothetical protein 4142 97 78
owr2ss  een Wagneuamimteoridtenese 4w wa  wa
Group 6
Gene Non-unique Gene name Annotation Orthologue coverage %ntid to C. jejuni
[sRRsoosses ~ owm
pglH_1 GalNAc-alpha-(1->4)-GalNAc-alpha-(1->3)-diNAcBac-PP-undecapreno 4002 69 73
gspA General stress protein A 4003 N/A N/A
group_5761 eps)_1 putative glycosyltransferase EpsJ 4004 35 84
group_2111 hypothetical protein 4211 N/A N/A
group_3997 GT-42 glycosyltransferase 4127 /cst-F LN N/A
group_8851 eps)_3 putative glycosyltransferase EpsJ 4129 66 75
group_6191 hypothetical protein 4067 N/A N/A
group_4660 eps)_2 putative glycosyltransferase EpsJ 4068 97 80
group_8850 hypothetical protein 4069 N/A N/A
group_8256 hypothetical protein 4070 N/A N/A
group_4000 cstVi GT-42 glycosyltransferase 4200 N/A N/A
|[ERR1163806, ERR1163854 xxvi
group_6190 eps)_1 putative glycosyltransferase EpsJ 4066 91 76
group_6191 hypothetical protein 4067 N/A N/A
group_4660 eps)_2 putative glycosyltransferase EpsJ 4068 97 80
tagE putative poly(glycerol-phosphate) alpha-glucosyltransferase 4124 N/A N/A
group_8755 eps)_3 putative glycosyltransferase Eps) 4125 40 83




group_3997

hypothetical protein
GT-42 glycosyltransferase

N/A
N/A

N/A
N/A

Group 7
Gene

group_7713
group_7712
group_2667
group_6160
group_7711
CcptA

group_7710
group_4620
group_6063
group_3722

group_5303
group_4659
group_8389
group_6184
eptC

group_5303
group_4659
group_2671

eps)_1

cstlV

cstlV

eps)_1

Non-unique Gene name

Annotation

putative glycosyltransferase EpsJ
hypothetical protein

hypothetical protein

GT-42 glycosyltransferase

hypothetical protein
Phosphoethanolamine transferase CptA
hypothetical protein

hypothetical protein

hypothetical protein

hypothetical protein

putative glycosyltransferase EpsJ
hypothetical protein

hypothetical protein

GT-42 glycosyltransferase
Phosphoethanolamine transferase EptC

putative glycosyltransferase EpsJ
hypothetical protein
hypothetical protein

Orthologue

4201
4208
4209
4210
4202
4203
4204
4205
4206
4207

4061
4083
4063
4084

4060
4061
4062

coverage

N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A

67

N/A
N/A
N/A
N/A

67
N/A
N/A

%nt id to C. jejuni

N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A

76

N/A
N/A
N/A
N/A

76
N/A
N/A




group_6184
eptC

group_8560
group_4659
group_2671
group_6184
eptC

group_5303
group_4659
group_2671
group_6184
pssM

group_8235

group_5303
group_4659
group_2671
group_6184
eptC

pssM

group_8235

group_5303
group_4659
group_2671
group_6184
eptC
eptC_2
group_9399

cstlV

eps)_1

cstlV

eps)_1

cstlV

eps)_1

cstlV

eps)_1

cstlV

GT-42 glycosyltransferase
Phosphoethanolamine transferase EptC

putative glycosyltransferase EpsJ
hypothetical protein

hypothetical protein

GT-42 glycosyltransferase
Phosphoethanolamine transferase EptC

putative glycosyltransferase EpsJ
hypothetical protein
hypothetical protein

GT-42 glycosyltransferase
Exopolysaccharide glucosyl ketal-pyruvate-transferase
hypothetical protein

putative glycosyltransferase EpsJ
hypothetical protein

hypothetical protein

GT-42 glycosyltransferase
Phosphoethanolamine transferase EptC

Exopolysaccharide glucosyl ketal-pyruvate-transferase

hypothetical protein

putative glycosyltransferase EpsJ
hypothetical protein

hypothetical protein

GT-42 glycosyltransferase
Phosphoethanolamine transferase EptC
Phosphoethanolamine transferase EptC
hypothetical protein

4063
4084

4101
4061
4062
4063
4084

4060
4061
4062
4063
4064
4065

4060
4061
4062
4063
4084
4064
4065

4060
4061
4062
4063
4084
4176
4177

N/A
N/A

91

N/A
N/A
N/A
N/A

67
N/A
N/A
N/A
N/A
43

67

N/A
N/A
N/A
N/A
N/A
43

67

N/A
N/A
N/A
N/A
N/A
N/A

N/A
N/A

77

N/A
N/A
N/A
N/A

76
N/A
N/A
N/A
N/A
81

76

N/A
N/A
N/A
N/A
N/A
81

76

N/A
N/A
N/A
N/A
N/A
N/A




group_8590
group_6243
group_6244
group_8591
eptC_1
group_8593
group_4522
group_8594
group_8595
group_8596
group_6229
group_8529
fdtA

oatwy

rfbB

rmlA

eps)_2

cstlvV
eptC_2
fdtB
wfgD

epsE

lacA_1

putative glycosyltransferase EpsJ 4105

hypothetical protein 4106
hypothetical protein 4107
GT-42 glycosyltransferase 4108
Phosphoethanolamine transferase EptC 4109
Phosphoethanolamine transferase EptC 4110

dTDP-3-amino-3,6-dideoxy-alpha-D-galactopyranose transaminase 4018
UDP-Glc:alpha-D-GlcNAc-diphosphoundecaprenol beta-1,3-glucosyltr 4111

hypothetical protein 4112
Putative glycosyltransferase EpsE 4113
hypothetical protein 4097
Galactoside O-acetyltransferase 4098
TDP-4-ox0-6-deoxy-alpha-D-glucose-3,4-oxoisomerase 4078
Polysialic acid O-acetyltransferase 4077
dTDP-glucose 4,6-dehydratase 4026

Glucose-1-phosphate thymidylyltransferase 4027

66

N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A

76

N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A
N/A




Ylementary Table 6

Genome
(Acc.
Number)
ERR221394
ERR221300
SRR5170912
SRR2976823
SRR3583303
SRR4018132
SRR2727977
SRR3066579
SRR5808785
SRR5821279
SRR3953110
SRR3611765
SRR5297422
SRR5209908
SRR3543495
ERR1906140
ERR1906133
ERR1906188
ERR226168
ERR152270
SRR3402101
ERR349076
ERR349092
ERR1025561
SRR5230154
SRR5297186
SRR4175504
SRR4022328
SRR5222006
ERR349072
SRR4022329
SRR3196134
SRR3490037
ERR222680
SRR3619952
ERR349126
SRR3490036
SRR3882939
SRR5925242
ERR355978
ERR196590
ERR211364
ERR152288
ERR196398
ERR196702
ERR152190
ERR128771
ERR211196
ERR211199
ERR193035
ERR084058

ERR1815190

MLST
Sequence
type
19
48
459
459
459
459
459
459
459
459
459
459
459
459
459
1286
1286
1316
2568
2568
4486
6564
7278
7546

1044
2568

ReMatCh
results for
GT-42
cstiv
cstlv
cstiv
cstlv
cstiv
cstlv
cstiv
cstlv
cstlv
cstlv
cstiv
cstlv
cstiv
cstlv
cstiv
cstlv
cstlv
cstlv
cstiv
cstlv
cstiv
cstlv
cstiv
cstlv
cstiv
cstlv
cstiv
cstlv
cstiv
cstlv
cstiv
cstlv
cstiv
cstlv
cstiv
cstlv
cstiv
cstlv
cstlv
cstlv
cstvi
cstvi
cstvi
cstvi
cstvi
cstvi
cstvi
cstvi
cstvi
cstvi
cstvil
cstVil
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Figure S1. Evolutionary analyses of 2553 C. coli strains based on atpA conducted in MEGA?7 and the evolutionary history was inferred using the Minimum Evolution
method calculating the distance using Maximum Composite Likelihood. Colour of the leaf correspond of the C. coli clades as defined by Sheppard and colleagues1,
and inferred using hierBAPS2: Clade 1a, red; Clade 1b and lc, violet; Clade 2, yellow; Clade 3, green. Circles from in to out, positive ReMatCh results for: GT42
Group 1 (cstl), red; GT42 Group 2 (cstlIl), pink; GT42 Group 3 (cstVII), turquoise; GT42 Group 4 (cstll), blue; GT42 Group 5 (cstV), cyan; GT42 Group 6 (cstVI),
green; GT42 Group 7 (cstIV), light green; neuB, orange.
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