
S2 Fig. Correlation of top 50 abundant microRNAs (based on normalized dcq value) in 
exosomes and hMSCs. 
The pie charts show the correlation of top abundant microRNAs among the three groups of 
exosomes (A) and between exosomes and hMSCs (B-D). The number and percentage of 
microRNAs are both shown in the figure.  
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