
Figure S4. Amino acid sequence alignment of twelve putative proteins and residue
boundaries for the domain constructs used for protein expression. (A) Amino acid
sequence alignments and residue boundaries used for protein expression for four putative
proteins with GGDEF domain. (B) Amino acid sequence alignments and residue
boundaries used for protein expression for eight putative proteins with an EAL or a dual
GGDEF-EAL domain. Black colour shading highlights 100% homology level. Pink
colour shading highlights 75% homology level. Blue colour highlights 50% homology
level. Red letter and yellow colour shading highlights residue boundaries used for protein
expression. Black box highlights probable GGDEF motif and EAL motif.


