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Figure S1. Polar lipid analysis as provided by the Identification Service, DSMZ, Braunschweig,
Germany. Abbreviations: L — lipid; P — pigment; PL — phospholipid; PG — phosphatidylglycerol;
PE — phosphatidylethanolamine; PGL — phosphoglycolipid; DPG — diphosphatidylglycerol; PME
— phosphatidylmethylethanolamine. Labels are as indicated by the Identification Service.

Numbers in parentheses were added to indicate separate signals for similarly labeled molecules.



521 Immundisolibacter cernigliae TR3.2" (CP014671)
PAH-contaminated soil SIP clone [anthracene] ANTBIO-41 (KC138524) -
. PAH-contaminated soil SIP clone [pyrene] PYR10d11 (DQ123671) -
PAH-contaminated soil clone D1AG041 (FQ660489)
PAH-contaminated soil SIP clone [pyrene] SBPYRO03 (GU266444) -«
Oil-polluted soil clone F10_Pitesti (DQ378175)
Aliphatic hydrocarbon-contaminated soil clone AMPC2 (AM935094)
73 PAH-contaminated soil SIP clone [phenanthrene] K1AD121 (FQ659260)
7 Coking wastewater biofilm clone ZBAF-R13 (HQ011398)
L Subsurface aquifer sediment clone UA_31 (JX120401)
.— Qil-shale solid waste clone 26A_MJK (EF540366)
87|[z2—— Drinking water biofilm clone T-7 (JN628299)
Hydrocarbon-contaminated soil clone Bms_MS213 (HQ697760)
o5 Rancho La Brea tar pit clone 91-7 (EF157140)
Asphalt seep clone E91-429 (DQ001632)
99 sor- Cavern surface clone 39F (JN178915)
70 Yellow River sediment clone DH5a (KF469197)
PAH-contaminated soil SIP clone [pyrene] PYR10d3 (DQ123668) -
Gasoline-polluted soil clone GCOAA4ZEO3PP1 (JQ919692)
88 PAH-contaminated soil clone K1AC101 (FQ659270)
Oil-contaminated coastal sediment clone TOh-oil (FM242257)
es———— Subsurface water clone EV818SWSAP61 (DQ337085)
Soil-derived PAH-degrading consortium clone S18 (KP398527)
Oil-contaminated soil clone LYC067 (DQ984603)
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61 Petroleum-contaminated soil clone Ppss_CK667 (JF421183)
ﬂzl_—I: Petroleum-contaminated soil clone Ppss_CK667 (JF421183)
29 Oil-contaminated soil clone SC151 (EU735633)

Hexachlorocyclohexane-contaminated soil clone 1d11 (JF979252)
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Figure S2. 16S rRNA gene neighbor-joining phylogenetic tree of strain TR3.2" with highly-
similar environmentally-derived gene sequences. Not all publicly available sequences were used
and the number of highly similar sequences from the same study were intentionally limited.
Bootstrap values are presented above nodes as a percentage of 1000 iterations. Substrates for
sequences derived from SIP experiments are in brackets. Arrows indicate sequences derived
from SIP experiments in our research group. The environmental source of each sequence was
inferred from GenBank metadata when no associated publication could be found. GenBank
accession numbers are presented in parentheses. Methylococcus capsulatus strain Bath
(accession number AE017282) was used as an outgroup (not shown). Other methods as

described in Figure 2.



