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Figure S4. The levels of FGF1 in kidneys of diabetic mice with or without
FGF1 treatment. (A&B) Representative Western blot analysis and
densitometric quantification of FGF1 expression in renal tissues from
20-week-old db/m, db/db and db/db+FGF1 mice; data are normalized to

GAPDH and presented as mean +/- SEM; #p<0.01, #p<0.001 vs db/m group;



**p<0.01, ***p<0.001 vs db/db group. n=6. (C&D) Representative Western blot
analysis and densitometric quantification of FGF1 in renal tissues from normal
C57BL/6 (Ctrl), T1D and T1D+FGF1 mice; data are normalized to GAPDH and
presented as mean +/- SEM; #p<0.05, *#p<0.001 vs Ctrl group; *p<0.01,
***p<0.001 vs T1D group. n=6. (E) The tissue distribution of FGF1 examined in

SD rat. Values are presented as mean +/- SEM. n=10.



