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Clade E
(CdhA Terrabacteria, Gracilicutes)
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Clade D Clade C

Fig. S1.

Maximum likelihood phylogeny of all CdhA/CooS homologs (420-aa positions) calculated in IQTree under the TEST option. Values at nodes refer to bootstrap supports (100 replicates). Branches with support below 80 were collapsed. The scale bar represents the average number of substitutions per site. Sequences are color coded as follows: black (bacterial CooS), blue (bacterial CdhA), red (archaeal CooS), and green (archaeal CdhA). In the absence of
experimental evidence, we tentatively classified these CdhA/CooS homologs using the following criteria: likely a ChdA if it is part of a CODH/ACS cluster or—in the case of Archaea—the only CdhA/CooS homolog in addition to a partial cluster, and likely a CooS if it is not part of a CODH/ACS cluster and/or the only homolog in the genome and displays an inconsistent phylogenetic placement. Clade names follow the conventions from ref. 6. For discussion and details on
analyses, see main text and Methods section.
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PNAS

Dataset S1. Full list of accession numbers for archaeal CODH/ACS homologs used in this analysis

Dataset S1

Some taxIDs do not correspond to public databases because the corresponding organism had not been deposited in NCBI. The same applies for some
accession numbers for which a protein dataset was not available.

Dataset S2. Full list of accession numbers for bacterial CODH/ACS genes used in this analysis

Dataset S2

Some taxIDs do not correspond to public databases because the corresponding organism had not been deposited in NCBI. The same applies for some
accession numbers for which a protein dataset was not available.
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