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Target Forward (5’-3’) Reverse (5’-3’) Amplicon 
size 

Annealing 
temp (°C) 

Ref. 

Mycobacteria 
(atpE gene) 

FatpE: 
CGGYGCCGGTATCGGYGA 

RatpE: 
CGAAGACGAACARSGCCAT 182 bp 59.6 1 

Total bacteria 
(16S rRNA gene) 

Eub338: 
ACTCCTACGGGAGGCAG 

Eub518:  
ATTACCGCGGCTGCTGG 200 bp 54 

 2 

Pseudomonas 
(16S rRNA gene) 

PA-GS-F: 
GACGGGTGAGTAATGCCTA 

PA-GS-R: 
CACTGGTGTTCCTTCCTATA 618 bp 56 3 


