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Supplementary Table S1. Specific primer sequences used for SICMB1 gene
amplification and cloning procedures.

Table S1. Details of primers for gPCR amplification

Primer Name Primer Sequence (5'-3") Application
CGGGGTACCAAGCTTACTCTGTAGCACATTGGCATATCAC To establish
SICMB1  RNAI
lines; add Kpnl+
SICMB1-i Hind 111 and Xhol
CCGCTCGAGTCTAGAAGATTAGTATGAATATCACGCACAAGTC +xXbal ite
underlined,
respectively
SICMBL-Full TACATAGCCTTTTTTCTTTTCCT Full-length
TGAATATCACGCACAAGTCG amplification  of
NPT I CTCAGAAGAACTCGTCAAGAAGG Positive
GACTGGGCACAACAGACAATC transgenic  plants
SICMBL(Y2H) CCGGAATTCATGGGAAGAGGTAAGGTAGAATTGA
CGCGGATCCTCAGATTCTGAATTCGCCCCT
CCGGAATTCATGGGTAGAGGGAAAGTAGA
RIN(Y2H) CGCGGATCCTCATAGATGTTTATTCAT

SIMADS1(Y2H)

AP2a(Y2H)

TAGL1(Y2H)

CGCGGATCCTTAAAGCATCCATCCATGAATA
CCGGAATTCATGGGAAGAGGAAGAGTTG
CGCGGATCCTTAAAGCATCCATCCATGAATA
CCGGAATTCATGTGGAATTTAAATGATTCCCC
CGCGGATCCTCAAGGTCTCATAAAATAATGATGGA
CCGGAATTCATGGTTTTTCCTATTAATCAGG
CGCGGATCCTCAGACAAGCTGGAGAGGAG

Construction  of
yeast two -hybrid

vector




Supplementary Table S2. Specific primer sequences used for qRT-PCR analysis

Table S2. Details of primers for gPCR amplification

Primer Name

SICAC

g-SICMB1

ACO1

ACO3

ACS2

ACS4

E4

E8

ERF1

PSY1

PDS

LCYB

LCYE

CYCB

RIN

TAGL1

FUL1

FUL2

LoxC

PE

Primer Sequence (5'-3")

CCTCCGTTGTGATGTAACTGG
ATTGGTGGAAAGTAACATCATCG
TGAGCGTCAACTGGATTCATCTT
CCCTCTGACTGAGCAGGTTGTT
ACAAACAGACGGGACACGAA
CTCTTTGGCTTGAAACTTGA
CAAGCAAGTTTATCCGAAAT
CATTAGCTTCCATAGCCTTC
GAAAGAGTTGTTATGGCTGGTG
GCTGGGTAGTATGGTGAAGGT
GCTCGGAGGTAGGATGGTTTC
GTTCCTCTTCCATTGTGCTTGT
AGGGTAACAACAGCAGTAGCA
CCCAACCTCCGTCTTCAC
GGCACCATTCAACATACCG
CTTTCACCGAAGAAGCACG
TTTTAGTATCGGATGGACG
GGCGGAGAAACAGAAGTA
AGAGGTGGTGGAAAGCAA
TCTCGGGAGTCATTAGCAT
GCTTTACCCGCTCCTTTA
ACCTTGCTTTCTCATCCA
TTGACTTAGAACCTCGTTATTGG
AACAGTTCCCTTTGTCATTATCTC
GCCACAGGTTATTCAGTCGTCA
CCAGTCCAAATAGGAAAAACGAT
CGACGTGATCATTATCGGAGC
GTGGTGAAGGGTCAACACAACA
CATCATGGCATTGTGGTGAGC
AATTCAAAGCATCCATCCAGGTAC
CGCAATAACTCCCTGCCTGTA
GAAGATGAAGAGCCTTGACCC

AAAATCAGTGGGAAATCAACTCATC

CCTTGCTGCTGTGAAGAACTACC
CCGTGGGAGCAACAGAGTCAT
GGAGGCATCACAGAAGCACTG
TTTACTCCGCCCTACACGC
CCTGAAAGATCGACACCCA
GCTTGCGTCTTTGACAACTCAGG
GTGCCACCACTGCATTCGCTAT

Product (bp)

173 bp

213 bp

181 bp

113 bp

107 bp

151 bp

167 bp

242 bp

102 bp

298 bp

174 bp

137 bp

196 bp

98 bp

194 bp

143 bp

139 bp

167 bp

121 bp

137 bp




Supplementary Figures

-3500 AAATATTAAGTTCATATGTTAGTGAGAATGAATTGATAAGAATGTGGTTATTATTGAGGAATTTTTGACAAATAATCCATCATGTAACATTTTTATATTAATATCAATT
-3391 ACAAGGAAGAATTCTTGCCTATAATTAGTGTGGTCTTACTTTGTATTGGGAGAAGACAAATAATGTAAGAAAAGATGAACAACTTTATATTGAGGTTAGCGTAGT
-3286 TAAAGAGAGAGTTGAGATAAAGAAAAGTATTTTAAGTCTTTAACTATGTATATTTGCAATATAAAAGAGAGTAATTATATATTAAAGAAGGTATTCTGTTTGTGGAT
-3179 CTTTGGACTCTTTAACTAAATTCGAAGTTGTTTGAGTTGTACAACGTTGTTAGGTTATTGTATTCGGAAGGGAACAAGTCAAGAGTTATACCGCTACATCGGTATA
-3073 GATTATGTCGCAAAGTGAGCTTAAATCTCTTTAAAGTGAGCGAGATATCGCGCCTAAGTCTAATAATTTGTTTATTCATTTTTGTCATTTTATTTTTAACTGTAATAT
-2965 ATTATATTTGTGGTATAGTACACTAACAGATCTTGCTATGATATCATGTAAAATTAGATCTTTTATCGAACTATAACCTCAAATGCTAGGTCAAATAAAAAAGAATTA
-2857 ATGTCTAAGCTTTATAAGAAGTCCAACGATCTTATTATCACTCTATTTGGTTGAGTAGGGTGATAAGGACCACTAATTATTTGGATCTTCATGGATTTACAAATTAG
-2750 TCAAGCAAAGCAAAAAGAAAACATACACAATTAAGTGGAAGGGGAGAAAGATTTTTTTTTTGGTTTCTCACTCGGTGTCCAAAATTCATATTGAAGTCTCGACT
-2646 AAATTCGGAAGACGCTCTGAAGGGCTCATTTGGGGCGGGGGTGCTTCCAACATGATTTTCTCCATACCCAAGACTTGAACTCAAGACCTCTGATTAACCATAAA
-2542 CCATGTTGATAGAAGAGAGTTTATTTAAAAATGAATCATTTATATTATTTGCTTAGTTTTTTATTTTGATGATGTAAGAAAAAGTAGAAGGAAACCATATTTATTCTT
-2434 TATTAAAACCATCTATATTTTTTCATTATATTAAAATTCTTTTTCATTATATTAAAATAATATTTTCAATTTTGGAATAAAATTATTAGTCTGTGTAAGAGTACCATATAT
-2323 ACAATGCAAAAAAAGAACTTTATTCTAATATGTCATTTCTTATTTCAAGATGTAATTGTAGATTCTCGACCAAAAAGAGATAAGAGAATAGAATAATCCAATATTA
-2217 CTTAGCTCCATCTTTTTAGCAGAGAATATACCCATCTCCAAAAGAATGGACAATATGTATTTCACCAATAAATAAATAAAATATATATAGGTCATATTTGATGGAATG
-2109 TATATAAAGACTATGAAAATTAATATAAAATAGGCACTTATCTAATTTTATATTTTATTTATTTATGAAATGAGTGTACTAATTGATATTTATGAATTGTGATATTCAAC
-1999 TTAGGTATTTGAATATCAATTCCCATACACTATGTGCTTTTATCTTTTGAATCAATATTTTCTCTCATTAATATTTGTGTTGAATCAAGATTGATTAATTACGTTAACGT
-1889 ATTTTAGTTTATGTGATTACAAATCTTGATTTTAAATATTTCAAAITGAAGTGAAATATTGTTTGATATGTATGGAGTAACATGATGACACATTCTTAGGTATCTAAT
-1780 ATCMAATATCCAACTTATGTAACAGAAACATGTGGTA‘I%%CCAAAAAGATACATCAAGGGGGAGTGTGCTATGTCTTGTTTAAGGAAAAACAAACAACATTTA
-1676 AGGTTGTTATACATTTTATTAGCACCAAAAATTCTTGTAAAACCCTTGATTGCTAAATACTTTTCGACTTGCAATTATATGTGTTGACAGTGTAAAAGATATTCACG
-1569 ATCGAATTATTTGTTCAGTAATTATTGATGAATTTAAATTGATAGTGTAGTAAGATATACTTACCTATACTATATATTGATGATGTAAAAAGATATTTATAATGTCTAGT
-1459 ATGTATGTAATTTGTGAAAAGTCTCCGTCTCGATGGTTTAAGAATTGGTATATATTTTAATATGATCTGAACAATTTTTTTCTTATGAGTTCGCTCCTTACATGATATT
-1350 AATACACGATTCATCCCATTCTTGCTTTTTGATGTTAGATCTTCATACTAAAATTATCCACGCACTATATGTCCAGTCATAGCTAGAAAAAATATGTGATCTCTTTAA
-1242 TATAATTTAGATATTTTTTTTCGTCATGAATTAACTTTTGAATTTTATAGATATGATATTTCCAATATAAGGGGCTAATAATGTATCTCCATATAAAGGTCTTTTCAAAC
-1132 ACTCCCCAATCCCAGTAAGGGATACAAATACCTACAACCTTTAATATTATGTCTTACAATTTCCATTAAAATGGAAATGTGGGAAAAACTTTTATTTTTAGTAGTTT
-1025 ATAAAATAATGAGAATTGGAAACTTTTTAATAAAATGTAATTACAAACGTTTCTGATACTTTATTTACGAATCGTGATTTACTCATTTAAAAAATTGTATAAAAATAT
-917 ATAATTAAAATTTTCATAATATTTAATAGTTTTCAACAAATTATGTTGTTTTCCAATAAAAATATTATTTTTTATAATCTAATTACCTATTTAAATAAAATTTTAATTTTG
-806 ATTCCAAATCAATCTAACTTCAAAATTCTTTTAACTTATGTCTTCCAAATTAGGTACTACACAACTTATACCTAAAAAAAATTCTAAACTTATGTCTCCTTTTATTTA
-698 TTTTGTAATTTGATACAAATTAAATACCACCCCAAAATAGGGGCAAAAACTTGATATTAAAAGGTTAGTTGGTGAGAAACCAAAAATAATAATGGTTAATAGTATT
-592 GACTTGTCTTCTTTTTTTGGCCCTAAACATCAAAACACATTTTACTTATATATTAATTATAGAGAGACAAGGGACACAGGCAGAAGAAATAACAAAAGCAGTTTG
-487 CAGAATTACCAAAAATGCAATATTTAAAAGGGTCTAAAGTAATATTAATAAGGATCATTTGATCGTGAATAAATTATTTCAGAATTAATTAATTACTTCAAAATAAG
-380 TTATTATTTTATTTGCTATACATATGAGATAACATATTCCGTTATTAAAATATAAATGGGGTAGGAGAAATAATCTAAGAATAACTACCTAAGCTTTCAACTAAACAC
-272  ACGATAAAATTTATCCTGAAATTATTATACCTTATACGTCAGATATAAGAAAAATAGATACAATGTTGTAATATTAGGAAACCCCATGGCCCAACAAAGCTATTTATT
-164 TATTACCCTAAGAACAAAAGGACAGAAAAAAGAACCAAAACCATAACTACACTATCAATATCCTATTATACATAGCCTTTTTTCTTTTCCTTTTATCAAAACATGA
-58 CTAGATTTTGAGATTATAATATAAGATTTTTGATACTATATTTTATAATAATATTATAATGGGAAGAGGTAAGGTAGAATTGAAGAGAATAGAAAATAA

Supplementary Fig. S1. Promoter analysis of SICMB1 gene. Promoter sequence (3500 bp regions
upstream the 5' end of the predicted ORF) of SICMB1 gene was extracted from SGN database and
searched against the promoter database plant CARE  (http://bioinformatics.
Psb.ugent.be/webtools/plantcare/ntml/), ERE motif (ATTTCAAA) are the ethylene-responsive
element in SICMB1 promoter region.
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Supplementary Fig. S2. Hairpin construct of the SICMB1 gene for double-stranded RNAI vector.
The SICMBL1 gene-specific sequence in the antisense and sense orientations were linked with a
PDK gene fragment and as a transcriptional unit for hairpin RNA expression which premoted by
the CaMV 35S promoter and terminated by the OCS terminator. Among which, Spel and Xbal are

isocaudamers.



S1CMB1 C . 22
RIN ARTCTATTACCCITAC CTAAC&ATAACAAG&TGTAAEGTACuu CRgle T A r A 100
Consensus a aac a caa a c tat

S1cMB1 AGH ceesennad GAT A 112
RIN 2 TC ARAACARA ATAZEA T 200
Consensustatacata ga tta aa a aa ttat ta

S1CMB1 2 ThY . 210
RIN CH A 300
Consensus t ta aat

S1cMB1 10
RIN 400
Consensu Tgtga gctgaa ttgcetcttat attttctcta T ¢ ggeaa Ct tatgaattttgcag a tce agtatgt

S1CcMB1 G’ AR 1
RIN GAZ AN TC. uT 500
Consensusc a aca tggagagatacca agat ca tatggt cttgaa cca cttca gattcacagaa aactaccaagagtat tgaaget

S1CMB1 510
RIN 600
Consensus aaa caagagt gaa tg tacaacagtc caaaggcat T Ct gg gagga tt ggacaatt

S1CMB1 61
RIN 700
Consensus tggattcatc ttgagge aat ag tcaa aa gacacaa acat Cttgatcaactt CLga CLTCAacaaaaggaacaatctc

S1c¥ A A TGG. oo 701
RIN | TH Cnnﬂyn G. 7 800
Coﬂse'sasaca atc ttga aa aaagttggaagaa TGT cat _ca Tg g gagcaaa tgta aat agaca _aca cct ¢

S1cMB1 T ATIMAGTGC TT A 98
RIN A e 2 A CATRGCCTA CC 20 Tiel 200

Consensustca gaggg tt tttca C T ta a tgcaata ta ¢t aa _ac g tac at c a gaact agaccatcaa a

..... CART CERTGAERA GA GGAAACRAAGHEC T -3-X]
TATG AGRA AU CCRCTIRGTRARACK TATITAQTITTIRT A 1000
ag a aat ¢t a tt a t T a aa

B O

Consensusca atgctactgg Tt tacc ggatgga ctttgaat

S1CMB1 TCTEA GTGTTISAA TA‘ AT‘" 993
RIN ATH IH ATC ARAGANST GA' CXX T. 1099
Consensusaaa att c aa tag aaac a tatatataa tg

S1cMB1 IC CRTITICICRRCTIGIGCET! TT! C ICTITITIT 1074
RIN GH GG B TARCACTARNGARAARARAR ARG AR AR ARARARARG! 1190
Consensust at ta t a gtcaa a t atctga a a aa aa aa

Supplementary Fig. S3. Multiple sequence alignment of SICMB1 and RIN. The 426 bp 3’ specific
fragment of SICMB1 used in this study is indicated by the red line.
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Supplementary Fig. S4. Construct of SICMB1 and RIN gene for yeast two-hybrid vector. (A)
The ORFs of SIMADS-RIN, SIMADS1, SIAP2a, TAGL1 were cloned into pGBKT?7 bait vector to
obtain the vector pGBKT7-SIMADS-RIN, pGBKT7-SIMADS1, pGBKT7-AP2a and
pGBKT7-TAGL1, respectively. (B) The ORF of SICMB1 was cloned into pGADT7 prey vector to
obtain the vector pGADT7-SICMB1.
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Supplementary Fig. S5. Yeast two-hybrid assay for SICMB1 and SIMADS-RIN, SIMADS],
SIAP2a and TAGL1. TDO, SD medium without Trp, His, Ade (autoactivation assay); SDO, SD
medium without Trp (autoactivation assay).



