<html><head></head><body><pre style="word-wrap: break-word; white-space: pre-

Wrap ; " SH#HAHHHAHHHHHHAHHHAHHAAHHAHHHAHH A A A

# Program: matcher

# Rundate: Wed 24 Jan 2018 13:23:50

# Commandline: matcher

—-auto

-stdout

-asequence emboss matcher-I120180124-132346-0343-57893890-pg.asequence
-bsequence emboss matcher-I20180124-132346-0343-57893890-pg.bsequence
-datafile EDNAFULL

-gapopen 25

-gapextend 4

-alternatives 1

-aformat3 pair

-snucleotidel

-snucleotide2

# Align format: pair

# Report file: stdout

HAHHHAHHHAHHAHHHHHHHHHHAHHHAHHAHHHHHHHHH
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#=======================================

#

# Aligned sequences: 2

# 1: human

# 2: mouse

# Matrix: EDNAFULL

# Gap penalty: 25

# Extend penalty: 4

#

# Length: 640

# Identity: 415/640 (64.8%)

# Similarity: 415/640 (64.8%)

# Gaps: 67/640 (10.5%)

# Score: 944

#

#

#=======================================

human 3250 TATAATAGTTCAATTTTCACAACGTGGTAAAAG--TTTCCCTATAATTCA
R R R R R e R R R R R R R RN N

mouse 4944 TATAATGCTTTAAGTTTCCCAATCAGCTTAAAAGCTTTTCCTATAAATCT

human 3298 ATCAGATTTTGCTCCAGGGTTCAGTTCTGTTTTAGGAAATACTTTTATTT
o e e S B B e e

mouse 4994 TTAAGATTATGCTCTGGGGCTCAATACTGCTTCAAGAAGGGCTTTTCTTT

human 3348 TCAGTTTAATGATGAAATATTAGAGTTGTAATATTGCCTTTATGATTATC
| RN RRRR

mouse 5044 Te———— e GTATTTAGAATTATT

human 3398 CACCTTTTTAACCTAAAAGA----ATGAAAGAAAAATATGTTTGCAATAT
NERRRRRRRREERRRRENE NEEE RS RS R RERR N

mouse 5060 CACCTTTTTAAACAAAAGGAGAAAATGGAATAGAAATATGTTTGCAACAT

human 3444 AATTTTATGGTTGTATGTTAACTTAATTCATTATGTTGGCCTCCAGTTTG
NEREEEEEEE N S B B N N P NESREEERRRREERRRRED

mouse 5110 AATTTTATGACTATGTGTTTATTTCGCGTGTTCTGTGGGCCTGCAGTTTG

human 3494 CTGTTGTTAGTTATGACAGCAGTAGTGTCATTACCATTTCAATTCAGATT
R R R R e A P A S AR PR R R R

mouse 5160 CTGCTGTTAATGAGGACAACAGTGGCACCAATACAGTTTCCACTCAGATT

human 3544 ACATTCCTATATTTGATCATTGTAAACTGACTGCTTACATTGTATTAAAA
IR 1 T 1 I I [ I 1 I I I I I I I Y [P |

mouse 5210 ACATTC-TCTGTTCCCTTTCTGAAAGCTGCCCTCTC-CACTGGGCCCARAA

human 3594 ACAGTGGATATTTTAAAGAAGCTGTACGGCTTATATCTAGTGCTGTCTCT
R R R R R R R R R R BN N N P NRRRR

mouse 5258 AGAGTCAGTATCTTAAACAAGCTGTACAACTTAGATA-ACCATGGTCTCT

human 3644 TAAGACTATTAAATTGATACAACATATTTAAAAGTAAATATTACCTAAAT

mouse 5307 TCAGACTAGTTAATTGACATA---TATTAAAAAGTAAATAGTACCAAAGT
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</pre></body></html>

GAATTTTTGAAATTACAAATACACGTGTTAAAACTGTCGTTGTGTTCAAC

GAATTTCTGAAATTAAAAATGAACATTTAAAAACTCTAGGT——==—=- AAA

CATTTCTGTACATACTTAGAGTTAACTGTTTTGCCAGGCTCTGTATGCCT

CTATTC-=—————— CTTAGAGTTAAGTGTTTTGCCAAGTTCTGT——=——-

ACTCATAATATGATAAAAGCACTCATCTAATGCTCTGTAAATAGAAGTCA

AATCATAATATGATAGAAACGCTCACTCAGCATTCTAAATATAGAAGTTA

GTGCTTTCCATCAGACTGAACTCTCTTGACAAGATGTGGA 3883

CTCCTTCGCATGACACTCTAAT-TCTTGATAAGGTGGAGA 5522
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