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Fig. S5. ELISA binding

log, ,[mAb] (ug/mL)

curves for the site IV mAbs and controls to (A) pre-

fusion (SC-TM) or (B) post-fusion RSV A2 mutant proteins. Each data point is

the average of three independent experiments, each with four technical replicates.

Error bars indicate the standard deviation. ECs, values are shown in Figure 2C.





