
 

 

 

Fig. S5. ELISA binding curves for the site IV mAbs and controls to (A) pre-

fusion (SC-TM) or (B) post-fusion RSV A2 mutant proteins. Each data point is 

the average of three independent experiments, each with four technical replicates. 

Error bars indicate the standard deviation. EC50 values are shown in Figure 2C. 

 

O
D

40
5 

nm

log10[mAb] (µg/mL)

RSV A2 F I432ANon-mutated RSV A2 F RSV A2 F R429A RSV A2 F G430A

2N6 3M3 6F18 17E10

54G10 101F D25

2N6 3M3 6F18 17E10

54G10 101F D25

A pre-fusion F

post-fusion FB

-4 -3 -2 -1 0 1 2
-1

0

1

2

3

4

5

-4 -3 -2 -1 0 1 2
-1

0

1

2

3

4

5

-4 -3 -2 -1 0 1 2
-1

0

1

2

3

4

5

-4 -3 -2 -1 0 1
-1

0

1

2

3

4

5

-4 -3 -2 -1 0 1 2
-1

0

1

2

3

4

5

-4 -3 -2 -1 0 1 2
-1

0

1

2

3

4

5

-4 -3 -2 -1 0 1 2
-1

0

1

2

3

4

5

-4 -3 -2 -1 0 1 2
-1

0

1

2

3

4

5

-4 -3 -2 -1 0 1 2
-1

0

1

2

3

4

5

-4 -3 -2 -1 0 1 2
-1

0

1

2

3

4

5

-4 -3 -2 -1 0 1 2
-1

0

1

2

3

4

5

-4 -3 -2 -1 0 1 2
-1

0

1

2

3

4

5

-4 -3 -2 -1 0 1 2
-1

0

1

2

3

4

5

-4 -3 -2 -1 0 1 2
-1

0

1

2

3

4

5




