
Supplementary Table 1. Coding exons (red) sense and antisense primers (blue) for mutation screening of TRPV3 

gene 

Exon  

number 

Sense  

primer  

Antisense 

primer  

Sequence  

2 AGGAGTGAGCT

TCCAGTTCC 

GACTACCCCA

GCTCAGCC 

AGGAGTGAGCTTCCAGTTCCAGGTAGTGTGAACGGGAGCTGG 

ATGCAGCCACATGGGGCCCCTAAACTCCCTGAAGCTCCCCCTGTCC

CCCCGGCCTGAGCATCTGYCCTGTGGTTGTATTCCAGCCAWGAAA

GCCCACCCCAAGGAGATGGTGCCTCTCATGGGCAAGRGAGTTRCT

GCCCCCAGTGGGAACCCTGCYRTCCTGCCAGAGAAGAGKCYRGSR

GAGATCACCCCCACAAAGAAGAGGTGGGTTTGRAGAGCTYGGGA

CAYRGACTGYGGCACTGTGAGGGGCAYRAGTGGGGGCCTGGvCAC

CCCCCCAGGGAGCCCTTGCCTTGGGGAGACCTGAGACTCTCAGTC

TCGCCCGGGGTGGCCCGGTGCCYGGCGAGGTATGACTRGGGGATG

GTGCGGTGGGGAGCACAGCACACTCAGGGGGCTGAGCTGGGGTA

GTC 

3 GGTGATAATGAC

AGTGTCCATCT 

GCAACAGAGC

GACATTCCAT 

GGTGATAATGACAGTGTCCATCTCYGAGGGCTCCCRGGAGGGCTG

GGCAAGGCCATTTGGGCTCAGAGCTGGCCAGGGTGTGTGCTCAGC

ATGGGGGCACCCTCTGGGGCCAGGAGGCAGGACACAGGCAGACA

GGCTCTGCCTGGCTYRGCCCTAACAGGCTTCCTCCGTRTTCCCTCA

GTGCACACTTCTTCCTGGAGATAGAAGGGTTTGAACCCAACCCCA

CAGTTGCCAAGACCTCTCCYCCTGTCTTCTCCAAGCCCATGGATTC

CAACATCYRGYAGTGGTGAGTAYGGGYCCCAGCCCAACCCCYTGC

CCTGGGCCCAGCCCTCAGCTCCAGCATGTGGCCAGTGACTTGCCCT

GGGTCACGGGGSCAGGCCTGGCTGTGGCATGCTACCACTGTCTATT

ATAAAACDTTATTATTATTATTTATCTTTTTGAGATGGAATGTCGCTC

TGTTG 

4 CGAACTCCTGAC

CTCAAGTG 

TACTCCACTCC

TTCCCCGTA 

CGAACTCCTGACCTCAAGTGATCCACCTGCCTYRGCCTCCCAAAG

TGCTGGGATTACATGCATGASCCACCTCACCCGGCCCATTTTAWA

CTTTAAAACCCTCTCTGTTCCCSCTGCCAACACCTCCAGYATCTCT

GGTAACTGTGATGACRTGGACTCCCCCSAGTCTCCTCARGATGATG

TGACAGAGAYCCCATCCARTCCCAACAGCCCCAGGTAAGTCTGCY

CCTCCCCCTCYACCCACTGTGCCCACYCAGGCTGGGGGTGCCAGA

GAGACAGGATCCRGGGCCCTGCAGGAAGGAGAAAGAATCCACCA

TTCCTGGGGWTTGGGACAAGTGGAGTCATGGGTCATGGCATGTAG

GACRTTTACGGGGAAGGAGTGGAGTA 

5 TTGTGACAGGCA

TGGGAGAT 

CAAACCCTTCT

GTGGTTCCC 

TTGTGACAGGCATGGGAGATGTTGGCGGCAGSTGCAGCRCCCCGT

AGGCAGCTCTGGCGGGGAAAAGGAGAGATTGRGCTTGAGAGGAT

GTKTGTGTTGAGTTGGAAACATTTTCTGGYTTCAGTGCACAGCTGG

CCAAGGAAGAGCAGAGGAGGAAAAMGRGGCRGCTGAAGAAGCG

CATCTTTGCAGCBGTGTCTGAGGGCTGCRYGGAGRAGTTGGTAGA

GTTGYTGGTGGAGCTGCAGGAGCTTTGCAGGCRGCGCCATGATGA

GGATGTGCCTGGTGAGTGTCTGAGCCTGGCAGAGGGTGCASGGCT

GGGGGCCCTGCTTGGCTTCTGGTGCCCATTTTCCCCTCCCCTCACC

AACCSATGAGGCTGGAGTRTGAGGGGCCTTGAATTCTGGCTAGGG

ACTTTGAACTTGACTCCGAGGRGAATGGGGAACCACAGAAGGGTT

TG 

6 CTGGGAGTGGA

GATGTGGAG 

TCTTGTTCACC

AGTGCATGC 

CTGGGAGTGGAGATGTGGAGCAGGGGCTTGGGGTCTGCGGCYGC

AGCAACCACACCCTCTGGGCTGGGAGGGCCAAGGGCAGCYRGGG

CCCTCCTGTAACTCCACCCATGGCCCTGCCTGCAGACTTCCTCRTG

CACAARCTGAYGGCCTCCGACACGGGGAAGASCTGCCTGATGAAG

GCCTTGTTAAACATCAAMCCCAACACCAAGGRGATMGTGCGGAT

CCTGCTTGCCTTTGCYGAAGASAAYRACATYCTGGGCAGGTTCAT

CAAYGCCGAGTACACAGAGGARGCCTATRAAGGTATCC 

TGCCTGYAGAGGGGCYGTGCAGACAGGAGTCTCTGAGGGTGGGG

TATGGGGCCACAGGGCCACTGCTGGCCAGGCCACGTGGAGGCACT

GCTGCCATTGAGGAGCCCCAAGCATGTAGCATGGTACCAGGGATG

CTTCAGGCAACCCTCTCTTTCTTCCTTCATTYTGCAAATAATTTTGA

RCACTGGTTCCATGCCAGGCATTGTTTTTGGCATGGGCATGCACTG

GTGAACAAGA 

7 GTTCGGGGAGG

GTATGGAG 

TCTCTCCTTCC

TGTTTCCCC 

GTTCGGGGAGGGTATGGAGGCCAGAGCGGGTGGGCAAGAGGCCC

CTGTGCCCGGCGCTGAGGCTCCCGCGCGTCCCCGCCCGCTCCGCA

GGGCAGACGGCGCTGAACATCGCCATCGAGCGGCGGCRGGGGGA

CATYGCAGCCCTGCTCATCGCCGCCGGCGCCGACGTCAACGCGCA

CGCCAAGGGGGCCTTCTTCAACCCCAAGTACCAACACGAAGGCTT



CTACTTCGGTGGGTGCCGCYCCCGCCCGGTGYGGAGTCTGGGAGG

AGGGAGGAGGRAGACGGGAGAGGAAGGGAGGGAAGGGGAAGGA

GGGAAGAAGGGAGGAGGGGGGAAGAAAGAGGGAAGGAGGAAGG

AAGTGAGGAGGGAGAGGGAGGAAGGGAGGGGGAAACAGGAAGG

AGAGA 

8 AGAGGGCTAGG

GAACCTGAG 

AGGCTGTGGTT

TGTGAATCC 

AGAGGGCTAGGGAACCTGAGGTGCSCATCCTGCTGAGATAGGATA

TGGGCYCCAGTCCTGGGRCTTGGGGGACGCTGCTTCYRGCCCATG

ARAGAACCAAGCTTCAGYGCGCTCATCCCCCAGGTGAGAYGCCCC

TGGCCCTGGCRGCATGCACCAACCAGCCYGAGATTGTGSAGCTGC

TGATGGAGCAYGAGCAGRYRGACATCACCTCRYGGGACTCACGA

GGCAACAACATCCTTYAYGCCCTGGTGACCGTGGCYGAGGACTTC

AAGACRCAGAATGACTTTGTGAAGYKCRTGTRCGACATGATCCTA

CTGYKGAGTGGCAACTGGGAGCTGGAGACCRCTYRCAACAAYGA

TGGSCTCAYRCCGCTGCAGCTGGCYRCCAARATGGGCAAGGCGGA

GGYGGRGCCATGGGGCKTGGRGAGCAGGAGGTCRGGAGGTCAGG

AGGTACAGCTGCCACCCTCTCAGCCCCGGGGGCCYTACTGGGGAT

TCACAAACCACAGCCT 

9 GGTATTCACAAC

CCCCAGTG 

GCCTTTTCTGT

GCCTGACTC 

GGTATTCACAACCCCCAGTGAGATGGGCGGAACAGCAAGCTTTGT

GCGCATTCCACAGATAAAGACGGGGCCCAGGGGCCATGGCGCCA

GGCGCAGAGGCAGGTCTCCACCCATTCTGGGCGRSTGTATCCCCT

GGGCCCAGCCAGCCTCTGGCTGGTCCAGCCCTGTKGGCCTYAAGY

CCCTGTTCTGCAGCTSATGGTTGTTCCTCCTCCTGTCSCAGATCCTG

AAGTACATCCTYRGTCGTGMGATCAAGGAGAAGYGGCTCYRGAG

YCTGTCCAGGAAGTTCACYGACTGGGYRTAYGGACCCGTGTCATC

CTCCCTCTACGACCTCACCAACGTGGACACCAYCAYGGACAACTC

AGTGCTGGAAATCACTGTCTACAACACCAAYATCGACRTGGGYCT

CCTGCACAGGCGGGGAAGGGCAGGGAGAAGAGGGCTGGACCTCA

GGCCAGGGGCTGAGAGGACGCTGGGAAGACCCAGTGCTGCCAGC

TCCATCCCTCGGCATCTGCATACCCCACTCTGTTGCCTCAGTGAGC

AGAGTCAGGCACAGAAAAGGC 

10 TTCCAACCAGAC

CAGTCCAT 

GAAGCGTGAA

GGACAACTGG 

TTCCAACCAGACCAGTCCATCRGGCATAATGATGGGCCCCTTCTG

CAGCACTGACTCAGAGCTCCCGCAGGCCTTTAGAAAACGGTCCCW

CCCTSTCTCCCTCATCTCCATGGTGACTGGTGGCATTCTACCCCTA

GAACYGGSATGAGATGYTGACCCTGGAGCCRCTGCACAYDC 

TGCTGCATATRAAGTGGAAGAAGTTTGCCAAGCACATGTTCTTCT

GTCCTTCTGCTTTTATTTCTTCTACAACATCACCCTGACCCTCGTCT

CGTACTAYCGCCCCCGGGAGGAGGAGGTAYRTGGGCCCCTTGSAG

GGGGAAAATKGGGCYRTCAGAGCTGGAGGGGCTTGGAGCTGCCC

CACGTGCAGGTGGGAAAACTGAGRCCCAGAGAGACCAGGAGATT

GGGCGGGGTCCSCCAGTTGTCCTTCACGCTTCC 

11 TGTTTCACCTGG

GTTTTGGT 

TGGATGAAGT

AGGTAGGATA

GGC 

TGTTTCACCTGGGTTTTGGTCCCTCTAGAGTTGGTGCCAGCCCTGT

CCTCCTTGCTTCCTRTACTGACCACCCCTCTTCTTTCSCTGCAGGCC

ATCCCRCACCCCTTSGCCCTGACGCACWAGWTGGGGTGGCTGCAG

YYCCTAGGGAGGATSTTTKTGCTCATCTGGGCCRTGTRCATCTCTG

TGAAAGAGGTAAGTGGGCCASCYGGCCCTTYCAGACYRCCCYGY

GAGGCAGGCAGGTGACAGCCTCYATCCCTCTCTGYTCTGCCATTA

CTGCTGGGGGGYTCTGGGGAGGCGTTTCCTTCCYAAGCCTTACCTT

YCTGAGTTATAACATGGGAAAAAATGKATAAGSCTGGCCTATCCT

ACCTACTTCATCCA 

12 CTTTGTGCATTC

AACCCTCA 

ATGGGCATTTA

CGTGTCTCC 

CTTTGTGCATTCAACCCTCACTGAGTCTTGGTCCTGGGGAAGCACC

CTCTGCTCAGCTCCCCYGCTGAGGGCCATGAAGAGGGTGCACTGT

TTCTTTYCTTCCTGGCCTYMGGGCATTGCCATCTTCYTGCTGAGAC

CCTCGGATCTGCAGTCCATCCTCTCGGATGCCTGGTTCCACTTTGT

CTTGTAAGTAGGTCTGGCCCCTTGGTTATCGCCTCACAGGCWGGG

TTGACRTCCTGTATGGTGGCTGCCGTGTCCGCCTCYTGAACAAATA

TCCTACTGTGCCAYGGTGTCCCAGTCACTCTGCCATGGTTACACGC

CAGGGGTCTCCTCTCTTCCTCCTAGTAGGAGACACGTAAATGCCC

AT 

13 GGTCTCTTCAGC

ATCCGTCA 

GCATTTGGGAG

AAAGAGCAG 

GGTCTCTTCAGCATCCGTCACCRGGGTGACTGTTYAGGGGRTTTAA

GGGAGGTTTGGGGGATTTGCATATCTTTGCCCTSATGCTGAGAAGT

AAGTAAGGCCYGTGTCTCCTGTGTCTCCTGAACAGTTTTATCCAAG

CTGTGCTTGTGATACTGTCTGWCTTCTTGTACTTGTTTGCCTACAAA

GAGTACCTCGCCTGCCTYRTGCTGGCCATGGCCCTGGGCTGGGCRA

ACATGCTCTACTRYACRCRGGGTTTCCAGTCCATGDGCATGTACAG

CRTCATGATCCAGAAGGTGYGTTGAGAGCTGCRCYRGYRGGAGGG



CCCTYRGAGGATGGCCATTTYTCAGATGGGGAAACTGAGATCTGG

AGAGGAAGAGGGGTTTACCAAGGGGCAGGTCACTGCTCTTTCTCC

CAAATGC 

14 AGTGTTGAGCCT

TGGAGCAT 

CAAGTGCCCC

ACTGGTAGTT 

AGTGTTGAGCCTTGGAGCATCAGGAGGATTTGGCTGGGGGAAGGG

AGAGTGGCCCAAGTGAAGARACAGTTAGGGTGGGGGGTGGGAGA

GGGTGGGAAGCAGGAAGATCAGGGTGCYGTGMATATGTGCTTGC

ACCTTACACTTGAATTATRTTTATTTCCTTATAGGTCATTTTGCRTG

AYGTTCTGAAGTTCTTGTTTGTATATATCRTGTTTTTGCTTGGATTT

GGAGTAGGTAATTGATTTATAAATAATAGTAACTCCCACATTTAT

AAACACTTYATACAGATGTCAAAATGGCAAAGTGCATGGYGGCCT

YGGCAWCAATTAGACCAACTACCAGTGGGGCACT 

TG 

15 CCTGATGAGGCT

TTGAGAGG 

GCTAAGGCCT

CCTCAAACCT 

CCTGATGAGGCTTTGAGAGGACCTGAAACTGGAGATGGGATTTAA

TGGCCAGAGAGAAGGAGGCAGCAGGCTTGTCAYGTAGGCAAATA

CACGCAAGCTTGTAGAGTAATTAYCAGGCAGAGAGCTGAGG 

AGAGCACCCTGTTATGYTCCCTTAGCCTTGGCCTCGCTGATYRAG

AAGTGTYCCAAAGACAACAAGGACTGCAGCTCCTAYGGCAGCTTC

AGYGAYRCAGTGCTGGAACTCTTCAAGCTCAYCATAGGCCTGGGT

GAYCYGARCATCCAKCAGAACTCCARGTATCCCWTTCTCTTTCTG

TTCCTGCTCRTCACCTATGTCATCCTCACCTTTRTTCTYCYCCTSAA

CAYGCTCATTGCTCTGATGGGYGAGACTGTGGAGAAYGTCTCCAA

GGAGAGYGAACGCATCKGGCRCCTGCAGGTGAGCCTAGGTGGAG

ACCCCAGCRTGGGGGCCTCCACGGGACTCAGTTCAGCACGTGGTC

ATTGACTACTGTCAGCACCAGTGGGTCTGAGGTGGGGCCTGAGAA

TCTGCACAAGCTCCTCAGTGTGTGGCCAGGTTTGAGGAGGCCTTA

GC 

16 GACAGTGTGTGT

GCCCTTGT 

CTGCAACCCC

ATAAGCAAAT 

GACAGTGTGTGTGCCCTTGTGTGTGCTTGTGAGTRTGGATGSCTA 

CTCCKTAGACTTGCTTATGTCYCCAGAGAGCCAGGACYATCTTGG

AGTTTGAGRAAATGTTACCAGAATGGCTGAGGAGCAGATTCCGGA

TRGGAGAGCTGTGCRAAGTGGCYRAGGATGATTTCYGACTGTGTT

TGCGGTAACAAAGGGAGAAGGGCCCTGGGGTGGTGGTCTTTGGG

GTGGGTAGAGAGGGGCAGGAYRGTGACAGGATGTTAGAGAAACA

GTGCCRCCACTTGCTAACCATAACCACAGCTACTGTCTCTTCCAGT

GGCCTCCTTGGAAGAAGGAATTTGCTTATGGGGTTGCAG 

17 GACAGACAGAA

GGGGAGCTG 

CCTGCATGATG

TGTTTCTATGG 

GACAGACAGAAGGGGAGCTGTGTAGACACCAGGACRTCCCAAAC

GCAGGGYTATTTGTTAGTACTCAGTGAGGCACTGGTGAAATMGTA

AGAATSMTTATCACATTTGCAGGATCAATGAGGTGAAGTGGACTG

AATGGAAGACSCACGTCTCCTTCCTTAACGAAGASCCRGGKCCTG

TAAGACGAACAGGTACTGTCRYTGTGAGGTGACATGGTGTCYGCT

CCTGTCTCAGACCATGTAACCTTGRGCAGATCAAGTCTAAGGGTC

CTGACTTTCCCCATCTGTCAAATGGGAGGGTTGAATGGAAATGCT

TCTTAGGTCTCTTCCAGCTCTGACTTTTAGAACCCYAGTTGGCACA

ACTTTTAAAATGGYGTAGCCCTAAGCCATAGAAACACATCATGCA

GG 

18 GAGGTTGCAGT

GAGCTGAGA 

GGGTGCACTCT

GCTTCTAGG 

GAGGTTGCAGTGAGCTGAGATCACACCACTGCACTGCAGCCTGGG

TGACAARAGGGAAACTCCATCTCAAAAAAGAAAAAAAAGAAAAA

GAAAAAAGAAACACACTATGCAGAGTGATATATTTCTAAAATATR

TRTWTTTTTAAAAAGCARATTTCAACAAAATCCAAGATTCTTCCA

GGAACAACAGCAAAAYCACTCTCAAYGCATTTGAAGAAGTCGAG

GAATTCCCKGAAACCTCGGTGTAGAAGYGGAACCCAGAGCKGRT

GTGCGCGTGCGYTGTCTGGCGCTGCAGGCGGAGTCACYGACTCTS

TGCAGAGAGGCTTTGAGGRATGRTGGAGTCCGGCTCTGCTGGCCT

AGAAGCAGAGTGCACCC 

 

 

 




