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Supplementary Figure 1: GSK3 is an adipocyte-selective Fgf21 regulator. 

Supplementary Figure 2: Full-length immunoblots. 

Supplementary Table 1: Inhibitors used for the kinase inhibitor screens. 

Supplementary Table 2: Quantification of immunoblots. 
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Supplementary Figure 2: Full-length immunoblots. 

 

Fig. 2d:  

       HA-tag          GSK3b     TFIIB 

 

 

Fig. 3b:  

                          UCP1   TFIIB 

  

 

  

32 kDa 



Fig. 3d: 

                       TFIIB                            GSK3b               GSK3a 

     

 

Fig. 4a: 

                                GSK3a                   GSK3b 

 

                        Vinculin 

 

  



Fig. 4b: 

                   Vinculin                     GSK3b                     GSK3a  

 

 

                 p-GSK3b      p-GSK3a 

  

 

 

  

46 kDa 



Fig. 4c:  

TFIIB                          GSK3b                 GSK3a              p-GSK3a                  p-GSK3b 

    

 

Fig. 5b:  

              p-GSK3a                               p-GSK3b                              GSK3a                                   GSK3b 

    

               TFIIB 

 

 

 

  

51 kDa 



Fig. 5c: 

                       p-HSL                                             GSK3a          Vinculin 

   

 

                    GSK3b               p-GSK3b                                           p-GSK3a 

  

                     HSL 

 

 

 

51 kDa 



Fig. 5e: 

                  p-HSL                            p-CREB                          PKA-substrate                    TFIIB 

    

 

             CREB                               HSL 

  

 

 

 

 

 

 

 

  



Fig. 6a:  

              p-ATF2    Above = p-MKK3/6 

     Below = TFIIB            P-p38 

   

                P38           p-AKT             AKT                                           MKK6 

   

 

 

 

 

 

 



                  MKK3        ATF2 

 

 

Fig. 6b:  

         p-p38                     p38 
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Supplementary Table 2 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Fig. 2d 
 

GSK3β/TFIIB HA/TFIIB 

Vector 1.00 ND 
CA 5.33 1.00 
KD 5.44 0.48 

Fig. 3b UCP1/TFIIB 

Vehicle 1.00 
Vehicle + SB216763 1.00 

ISO 2.78 
ISO + SB216763 4.78 

Fig. 3c 
 

GSK3α/TFIIB GSK3β/TFIIB 

Vehicle 1.00 1.00 
Vehicle + siGSK3 0.32 0.33 
ISO 1.04 1.40 
ISO + siGSK3 0.33 0.34 

Fig. 4a 
 

GSK3α/Vinculin GSK3β/Vinculin 

Heart  0.44 1.41 
SKM 2.72 3.75 
iBAT 1.61 2.12 
iWAT 1.39 0.91 
eWAT 0.86 0.96 
Liver 0.49 0.47 

Fig. 4b 
 

p-GSK3α/GSK3α p-GSK3β/GSK3β 

RT 1.00 1.00 
Cold 3.95 2.72 

Fig. 4c 
 

p-GSK3α/GSK3α p-GSK3β/GSK3β 

Vehicle 1.00 1.00 
ISO 7.43 2.52 



 

 

 

 

 

 

 

 

 

   

 

 

 

 

 

 
 

 

 

 

Fig. 5b p-GSK3α/GSK3α p-GSK3β/GSK3β 

Vehicle 1.00 1.00 
ISO 2.55 1.92 

H89 0.69 1.29 

ISO + H89 1.20 1.15 

6-MB 1.31 1.56 

Fig. 5c  p-HSL/HSL  p-GSK3α/GSK3α  p-GSK3β/GSK3β 
Wild-type 1.00 1.00 1.00 
AdipoQ-caPKA 16.69 3.07 3.19 

Fig. 5e  p-HSL/HSL  p-CREB/CREB 

Vehicle 1.00 1.00 

SB216763 1.68 0.81 

ISO 13.13 13.62 

ISO + SB216763 11.60 16.23 

Fig. 6a  p-AKT/ 
AKT 

 p-MKK3/6 / 
MKK6 

 p-p38/ 
p38 

 p-ATF2/ 
ATF2 

Vehicle 1.00 ND 1.00 1.00 
SB216763 0.95 ND 1.90 5.17 
ISO 16.38 1.00 3.41 6.42 
ISO + 
SB216763 

17.52 2.22 7.29 23.90 

Fig. 6b  p-p38/p38 

Vector  1.00 
Vector + ISO 7.57 
CA  1.27 
CA + ISO 1.65 
KD 0.08 
KD + ISO 28.26 


