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Supplementary Figure 1: Comparison of the NMF method used in FISSA to the equivalent ICA
method. Same example case and legend as Fig. 2C. Results obtained with FISSA using ICA are shown
in dark green. Occasionally ICA can lead to negative signals (as shown in panel B) leading to a larger
variance in performance. Error bars indicate standard deviation. *: p<0.05; Wilcoxon signed-rank
test, n = 10 simulations of 120 s each. FISSA (NMF) vs: measured p = 0.0051, subtraction p = 0.0051,
FISSA (ICA) p = 0.0051.
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