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Figure S5. Alternatively spliced exons in the hnRNP D gene. A) Exon cluster of the
hnRNP D gene. Constitutive exons are shown in black, the alternative exons 2 and 7 in grey,
the poison exon 9 in red. Lines indicate introns, big boxes show coding exons, while smaller
boxes show untranslated exons. B) Protein isoform produced by alternative splicing of the

hnRNP D pre-mRNA. Isoforms are named according to their apparent molecular weight.



