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Supplementary figure legends

FIGURE S1. (A) Conserved mature sequences of miR-26 among species.
Comparison of each miR-26 homolog sequence in Mus musculus (mmu), Homo
sapiens (has) and Danio rerio (dre). The seed sequence is shown in blue, and
mismatched nucleotide is shown in red. (B) The in situ control staining for Ctdsp2

with sense probe, miR-26 with control probe and Emx2 with sense probe respectively.

FIGURE S2. Relative expression of Ctdsp2 and Emx2 in cells carrying pSelincer
vector versus shRNA-expressing vector. Values represent mean = SEM, n>3. * P <

0.05; *** P <0.001. Analysis of variance (ANOVA) with post hoc test was used.

FIGURE S3. Design of miR-26 sponge. miR-26 sponge and its mutated sequence
compared to three miR-26 homologs. The seed sequence is shown in blue,

mismatched nucleotide is shown in red and the mutated nucleotide is shown in green.



FIGURE S1
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FIGURE S2
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FIGURE S3
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AGCCUAUCCUGCU-UACUUGAA 3’
AGCCUAUCCUGCU-UAGUUCUA 3’
UCGGAUAGGACCUAAUGAACUU 57
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