Figure S2: Spearman correlation among metabolites identified as different between low-risk and intermediate/high-risk PE patients. Positive
correlations are shown in shades of red while shades of blue represent negative correlations. Metabolites are grouped according to enriched
super-pathways (Energy, Nucleotide, and Amino Acid). Metabolites assigned to Other Pathways represent metabolites that are significantly
different between low-risk and intermediate/high-risk PE groups but the pathways these are assigned to were not identified as enriched.
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