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Supplementary Figure S1: Map of the 5’ regulatory sequences of Solanum lycopersicum auxin 

response factors gene family. The consensus sequences corresponding to the various putative cis-

elements are described in Supplementary Table S3. Positions are with respect to the first base of the 

translation start site. Symbols legend:     

  WBOXNTCHN48; WBOXTERF3;   RAV1AAT; MYCCONSENSUSAT; MYBCORE; 

GT1GMSCAM4; CCAATBOX1;   MYB2AT; MYB2CONSENSUSAT; MYCATERD1; 

MYCATRD22; MYB1AT.    

 


