
Supplementary Figure 1 | Snapshot of the available parameters for the dot plot analytical tool. Default
options are shown; alternative options can be selected through dropdown menus or values can be typed
in. SAINT and CRAPome analytical pipeline outputs are explicitly supported (columns are
pre-recognized). When inputting another format, the user will be prompted to specify the score
directionality.  Parameters and clustering options are defined in the text and in the user manuals
(available in Supplementary Note 1).

• Score cutoff for prey inclusion

• Specify middle score boundary for edge colour coding

• Abundance cutoff for prey inclusion

• Abundance cap for visualization 

• Options: hierarchical, biclustering, none

• Options: binary, Canberra, Euclidean, Manhattan, maximum and Minkowski

• Options: average, centroid, complete, McQuitty, median, single and Ward’s

• Name for output folder


