
	

Figure S2. Validation of interaction between miR-4018a, or miR-4018b and Mapkk3 3′UTR. (A) 

Schema of the luciferase reporter constructs carrying of target genes 3′UTR used in the luciferase assays. 

Sequence alignments of miR-4018a or miR-4018b and their predicted target gene Mapkk3 3′ UTR or 

Mapkk3 3′UTR mutants were displayed in the blue box. Asterisks under letters indicate the mutant 

nucleotide in the Mapkk3 3′UTR mutant constructs. (B) Relative luciferase activity in HEK293T cells 

co-transfected with pmirGLO-Mapkk3 3′UTR or pmirGLO-Mapkk3-3′UTR mutant, or the empty vector 

pmirGLO and either csa-miR-4018a/b mimics, or miR-control. The firefly luciferase values were 

normalized for transfection with Renilla luciferase activity.  


