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Supplementary Figure 1. Selected samples for methylation arrays.  A total of 48 (out of 157) samples
from our highly annotated placental data set were selected for DNA methylation analysis (19 from
transcriptional cluster 1 (black), 19 from cluster 2 (red), five from cluster 3 (green), and five from cluster 5
(cyan)). Placentas demonstrating signs of chorioamnionitis or belonging to the chorioamnionitis-associated
transcriptional cluster 4 (blue) were not included as these are a known entity, independent of preeclampsia.
Transparent spheres are unselected samples (109/157) and samples that were used for transcriptional
clustering but are not accessible for additional experiments (previously published microarray data) (N=173).
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