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Supplementary Materials

Figure S1. Multiple PCoA plots of Bray-Curtis distances comparing potential influencing
factors on the vaginal microbiome. Participants are coloured based various categorical and
continuous variables that have the potential of influencing community composition (n=994).

Figure S2. Gap statistic values at different cluster numbers (k). Analysis was based on Bray-
Curtis distances calculated from 994 individuals.

Table S1. List of samples used in study, respective index sequences and metadata
(Table_S1.xlsx).



Figure S1.
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Figure S2.
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