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Supplementary Figure 2: BMDMs isolated from Pck1flox/flox  and Pck1MC-KO mice were incubated with [U-
13C]glucose in the presence of LPS for 16 hours and GC-MS was performed and contribution of 13C to 

M2-CAC citrate, succinate and malate were measured. Values represent the means ± SEM for n=6 per 

group. *P < 0.05 and **P<0.01 compared to Pck1flox/flox  group. 
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Supplementary Figure 3: BMDMs isolated from Pck1flox/flox  and Pck1MC-KO mice were incubated with [U-
13C]glutamine in the presence of LPS for 16 hours and GC-MS was performed for contribution of 13C label 

to  A)  M2-CAC and  B) M3-CAC represented as fold of control and C) M2-CAC and  D) M3-CAC 

represented as fractional MPE. Values represent the means ± SEM for n=6 per group. *P < 0.05 and 

**P<0.01 compared to Pck1flox/flox  group. 
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Supplemental Figure  4. ATF and BiP expression in Pck1MC-KO cells. BMDMs isolated and 
differentiated from Pck1flox/flox  and  Pck1MC-KO mice  (n=8). A) The cells were stimulated with LPS 
(100ng/ml). ATF 4 mRNA expression in  macrophage treated with or without LPS were measured 
by qRT-PCR.  B) After treatment with LPS (100ng/ml) whole cell lysates were made and 
immunoblotted for the indicated proteins.  Control unstimulated MEF cells (Cont) and MEF cells 
treated with 400 nM thapsigargin (+Th). The values are the means ± SEM normalized with 18s 
rRNA and expressed as fold difference over Pck1flox/flox . Abbreviations: ATF-4 (Activating 
transcription factor 4), BiP (GRP78/BiP) and  (HSC-70 (heat shock cognate 70). 
 
 

 

 


