
Report for 5C1M : Crystal Structure Of Active Mu-Opioid
Receptor Bound To The Agonist Bu72 Chain A

List of all contacts can be downloaded here
(../../structures_database/5C1M/5C1M_txt.zip)
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Figure 1: Chord plot showing secondary
structure elements
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Figure 2: Asteroid Plot for selected residue
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Figure 3: Network statistics

Figure 4: The 3D structure view of 5C1M A
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Table 1: Top ten residues with highest solvated
area

Table 2: Bottom ten residues with lowest
solvated area

Table 3: Top ten residues with highest degree
values

Table 4: Bottom ten residues with lowest
degree values

Table 5: Top ten residues with highest
betwenness values

Table 6: Bottom ten residues with lowest
betwenness values



Table 7: Top ten residues with highest
closeness values

Table 8: Bottom ten residues with lowest
closeness values

Table 9: Top ten residues with highest number
of atomic contacts with a ligand

Table 10: Bottom ten residues with lowest
number of atomic contacts with a ligand


