Report for 5C1M : Crystal Structure Of Active Mu-Opioid
Receptor Bound To The Agonist Bu72 Chain A

List of all contacts can be downloaded here
(../../structures_database/5C1M/5C1M_txt.zip)

Thu Aug 10 2017

. I [ [} D G ( I ]
23‘3*‘*2?5’234&2
a2 L
W293 T218
T294 217
P295 D216
1296 V202
1298 1198
Y299 Qm 1155
1301 H297 glsl S154
1302 s
K303 V300 648 52
A304 50
Q314 49
1315 Q-8 401 s
V316 A8145
-
o @ e y
319 V143
(v °26 s55 128
Hs4 Ni27
323 (V126
24 S125
“"36325 Fi23
V78 P122
All7 NZLM

g, 0
&32§322:33m52353 L6 YCNH

Figure 1: Chord plot showing secondary Figure 2: Asteroid Plot for selected residue
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Figure 4: The 3D structure view of 5C1M A

Figure 3: Network statistics
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R182 0.001 5.431

Table 1: Top ten residues with highest solvated
area

[ | |
Name l&imd mnwam-u*m

1027 - 0.037 5.102

Table 3: Top ten residues with highest degree
values
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Name Solvated Area Degree BetweennessCloseness
|

Table 5: Top ten residues with highest
betwenness values

Table 2: Bottom ten residues with lowest
solvated area

| | |
Name Solvated AreaDegreeBetweennessCloseness
|

Ca46 - 0.003 B6.114

Table 4: Bottom ten residues with lowest
degree values
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Name Solvated AreaDegreeBetweennessCloseness
|
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Table 6: Bottom ten residues with lowest
betwenness values



T60 127.77 4 0.001 - Y336 10 0.077 -

Table 7: Top ten residues with highest Table 8: Bottom ten residues with lowest
closeness values closeness values

Number Number

Ligand Residue/Ligand of Ligand Residue/Ligand of
contacts contacts

4VO401 D147 16 YCMST 553 1

4VO401 H54 13 4V0401 V300 1

YCM5T Q59 10 PEG40T V80 1

P&G406 F178 8 PEGAD6 L194 1

OLC402 QLCa03 T CLR404 31 1

Table 9: Top ten residues with highest number

! ' ' Table 10: Bottom ten residues with lowest
of atomic contacts with a ligand

number of atomic contacts with a ligand



