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Table 1 Details of the tumor and normal GGI networks. 

Tumor GGIa Rb E-1c V-1d E-2e V-2f E-3g V-3h Fi 

Number of 

nodes 

1917 3779 3779 4678 4678 4757 4757 4757 

Number of 

edges 

4136 5998 6403 7349 7349 7436 7436 7436 

Network 

diameter 

21 22 22 23 23 24 24 24 

Clustering 

coefficient 

0.166 0.072 0.071 0.07 0.07 0.07 0.07 0.07 

Characteristi

c path length 

7.382 8.129 8.41 8.53 8.57 8.627 8.627 8.627 

Network 

Figure 

S25 Fig S1 Fig  S9 Fig  S17 Fig  S26 Fig 

Node degree 

Distribution 

S25 Fig S2 Fig  S10 Fig  S18 Fig  S26 Fig 

Shortest Path 

Length 

Distribution 

S25 Fig S3 Fig  S11 Fig  S19 Fig  S26 Fig 
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Topological 

Coefficients 

S25 Fig S4 Fig  S12 Fig  S20 Fig  S26 Fig 

Normal GGIj R E-1 V-1 E-2 V-2 E-3 V-3 F 

Number of 

nodes 

6280 6988 6988 7011 7011 7015 7015 7015 

Number of 

edges 

65009 65717 65730 65753 65753 65757 65757 65757 

Network 

diameter 

13 13 13 13 13 13 13 13 

Clustering 

coefficient 

0.255 0.223 0.223 0.223 0.223 0.223 0.223 0.223 

Characteristi

c path length 

3.823 4.028 0.4030 4.031 4.035 4.045 4.046 4.048 

Network 

Figure 

S25 Fig S5 Fig  S13 Fig  S21 Fig  S26 Fig 

Node degree 

Distribution 

S25 Fig S6 Fig  S14 Fig  S22 Fig  S26 Fig 

Shortest Path 

Length 

Distribution 

S25 Fig S7 Fig  S15 Fig  S23 Fig  S26 Fig 

Topological 

Coefficients 

S25 Fig S8 Fig  S16 Fig  S24 Fig  S26 Fig 

In S25 Fig,  (a) Network figure of the raw tumor GGI network. (b) Network figure of the raw normal GGI 

network. (c) Node degree distribution of the raw tumor GGI network. (d) Node degree distribution of the raw 

normal GGI network. (e) Shortest path length distribution of the raw tumor GGI network. (f) Shortest path 

length distribution of the raw normal GGI network. (g) Topological coefficients distribution of the raw tumor 

GGI network. (h) Topological coefficients distribution of the raw normal GGI network. 

In S26 Fig, (a), (d), (g), (j) are topological coefficients, shortest path length, network figure and the node degree 

distribution of a PPI network downloaded from DIP (http://dip.doe-mbi.ucla.edu/dip/Main.cgi) database, 

respectively. aTumor GGI: network constructed with the gene interactions detected using the tumor samples. 
bR: raw network, cE-1: network after the first expansion, dV-1: network after the first revision, eE-2: network 

after the second expansion, fV-2: network after the second revision, gE-3: network after the third expansion, hV-

3: network after the third revision, iF: final network. jNormal GGI: network constructed with the gene 

interactions detected using the normal samples. 

 

 

S1 Fig Network figure of the tumor GGI network after the first expansion. 



 

 

 
 

S2 Fig Node degree distribution of the tumor GGI network after the first expansion. 

 
 

S3 Fig. Shortest path length distribution of the tumor GGI network after the first expansion. 

 
 

S4 Fig. Topological coefficients distribution of the tumor GGI network after the first expansion. 

 
 

S5 Fig. Network figure of the normal GGI network after the first expansion. 



 

 

 
 

S6 Fig. Node degree distribution of the normal GGI network after the first expansion. 

 
 

S7 Fig. Shortest path length distribution of the normal GGI network after the first expansion. 

 
 

S8 Fig. Topological coefficients distribution of the normal GGI network after the first expansion. 

 
 

S9 Fig. Network figure of the tumor GGI network after the second expansion. 



 

 

 
 

S10 Fig. Node degree distribution of the tumor GGI network after the second expansion. 

 
 

S11 Fig. Shortest path length distribution of the tumor GGI network after the second expansion. 

 
 

S12 Fig. Topological coefficients distribution of the tumor GGI network after the second expansion. 

 
 

S13 Fig. Network figure of the normal GGI network after the second expansion. 



 

 

 
 

S14 Fig. Node degree distribution of the normal GGI network after the second expansion. 

 
 

S15 Fig. Shortest path length distribution of the normal GGI network after second expansion. 

 
 

S16 Fig. Topological coefficients distribution of the normal GGI network after the second expansion. 

 
 

S17 Fig. Network figure of the tumor GGI network after the third expansion. 



 

 

 
 

S18 Fig. Node degree distribution of the tumor GGI network after the third expansion. 

 
 

S19 Fig. Shortest path length distribution of the tumor GGI network after the third expansion. 

 
 

S20 Fig. Topological coefficients distribution of the tumor GGI network after the third expansion. 

 
 

S21 Fig. Network figure of the normal GGI network after the third expansion. 



 

 

 
 

S22 Fig. Node degree distribution of the normal GGI network after the third expansion. 

 
 

S23 Fig. Shortest path length distribution of the normal GGI network after the third expansion. 

 
 

S24 Fig. Topological coefficients distribution of the normal GGI network after the third expansion. 

 
 

S24 Fig. Characteristic comparison of the tumor and normal raw GGI networks. 



 

 

 



 

 

S26 Fig. Characteristic comparison of the tumor, normal, and final PPI networks. 

 


