HADDOCK score [a.u.]

-60

—140 —-100

—-180

S1 Figure. Cluster Analysis of HADDOCK Docking Calculation. HADDOCK z-score plotted against i-RMSD for (A) symmetric

dimer and (B) asymmetric dimer. The cluster with the lowest i-RMSD was chosen for analysis and described in Table 1.
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